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C3 



5 20 

Cu 



:212> DNA 

<2J3> Chlamydia pneumoniae 



<220£\ 

<221> 

<222> 



1) . . (1756) 



<400> 1 
atggacttcc 



atattgtc aggaggggat cagcggcact gctaatggac aatattctgc 60 



aaaccgtgga tgg 



^tatgg ctgtagtgat tgacggttat atg gtc age age cct 

Met Val Ser Ser Pro 
1 5 




att tta aac gtc cca 'ttg aaa aat cat gec agt gtc tea ggg aaa ttt 
lie Leu Asn Val Pro Leu Lys Asn His Ala Ser Val Ser Gly Lys Phe 
10 \ 15 20 



acc cac cgt gaa gtg age 
Thr His Arg Glu Val Ser 
25 



atg tct ttt gtt ccc gag gtt 
Met Ser Phe Val Pro Glu Val 
40 



etc gee tea gat tta aaa tct gga gcg 
Leu Ala Ser Asp Leu Lys Ser Gly Ala 
30 35 

ctc\agt gaa gag acg ate tct tct gat 
Leu Ser Glu Glu Thr lie Ser' Ser Asp 
45 \ 50 



115 



163 



211 



259 



30 



M, ' ctt ggg aaa aaa caa tgt aca caa ggc att ate tea gca tgc tgt ggc 
q Leu Gly Lys Lys Gin Cys Thr Gin Gly l\e lie Ser Ala Cys Cys Gly 

^ 55 60 V 65 

ttg gca atg ctt att gtt ttg atg age gta\tat tat aga ttt gga ggc 
Leu Ala Met Leu lie Val Leu Met Ser Val Tyr Tyr Arg Phe Gly Gly 
70 75 NeO 85 

gtc ate get teg gga get gtt ctt ctg aat ctk ttg ctt ate tgg gca 
Val lie Ala Ser Gly Ala Val Leu Leu Asn Leu\Leu Leu He Trp Ala 
90 95 \ 100 



40 



50 



307 



355 



get eta cag tat ttg gat gcg cca etc acc ttg tc 
Ala Leu Gin Tyr Leu Asp Ala Pro Leu Thr Leu 
105 110 



gga etc get ggg 
\Gly Leu Ala Gly 
115 



att gtt ctt get atg ggg atg gee gta gat gca aat gtk ctt gta ttc 
He Val Leu Ala Met Gly Met Ala Val Asp Ala Asn ValXfjeu Val Phe 
120 125 130 

gaa aga ate cga gag gaa ttt tta ttg tct caa agt ctt aaaVaaa tct 
Glu Arg lie Arg Glu Glu Phe Leu Leu Ser Gin Ser Leu Lys \ys Ser 
135 140 145 

gta gaa aaa gga tat acc aag get ttt gga gee att ttt gat tct aac 
Val Glu Lys Gly Tyr Thr Lys Ala Phe Gly Ala He Phe Asp Ser As 
150 155 160 165\ 

ttg act aca gta ttg gee tea gca ctt ctt ttc ttc eta gat aca ggg 
Leu Thr Thr Val Leu Ala Ser Ala Leu Leu Phe Phe Leu Asp Thr Gly 
170 175 180 
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cct\att aaa ggg ttt get ttg aca ttg att tta gga att ttc tct tea 
Pro \le Lys Gly Phe Ala Leu Thr Leu lie Leu Gly lie Phe Ser Ser 
185 190 195 



691 



atg ttt\acg get ctt ttc atg act aaa ttt ttc ttc atg ctg tgg atg 
Met Phe Vhr Ala Leu Phe Met Thr Lys Phe Phe Phe Met Leu Trp Met 
2^0 205 210 



739 



aat aag accVzaa cat aca cag ttg cat atg atg aat aag ttc gtg ggg 
10 Asn Lys Thr Gin His Thr Gin Leu His Met Met Asn Lys Phe Val Gly 
215 \ 220 225 



787 



ata aag cat gat fete ttg aga gga tgc aaa aaa ctt tgg get gtt tct 
lie Lys His Asp Pfte Leu Arg Gly Cys Lys Lys Leu Trp Ala Val Ser 
230 \235 240 245 



835 



20 



gga agt gtt ttt ctt tfca ggt tgc gtt get etc ggg ttt gga gee tgg 8 83 
Gly Ser Val Phe Leu Leta Gly Cys Val Ala Leu Gly Phe Gly Ala Trp 
250 \ 255 260 

aat tec gtt ttg gga atg gW ttt aaa gga ggg tat gee ttt ace ttt 931 
Asn Ser Val Leu Gly Met Asb Phe Lys Gly Gly Tyr Ala Phe Thr Phe 
265 \ 270 275 



aat cca aaa gag cat ggc ate age gat gtt get caa atg cgt ggc aaa 
Asn Pro Lys Glu His Gly lie SeV Asp Val Ala Gin Met Arg Gly Lys 
280 285^ 290 



979 



gtt gtg cat aaa eta cag gaa get 
3 0 Val Val His Lys Leu Gin Glu Ala 
295 300 



ctt tct tct aga gac ttc cgt 
Leu Ser Ser Arg Asp Phe Arg 
305 



1027 



att caa aca ttt gga tct tea gaa aag a>tc aaa ate tat ttt agt gat 
lie Gin Thr Phe Gly Ser Ser Glu Lys ire Lys lie Tyr Phe Ser Asp 
310 315 \ 320 325 



1075 



40 



aaa get tta age tat act aag cag ata cga 
Lys Ala Leu Ser Tyr Thr Lys Gin lie Arg 
330 335 



?c tct etc eta aaa tta 
Ser Leu Leu Lys Leu 
340 



acg ate atg age tgg cgt tat tgt ggg att gtt 
Thr lie Met Ser Trp Arg Tyr Cys Gly lie Val 
345 350 



aga ttt etc tac gga aac tct aaa cga aac gca aaa ttt tgg tea aag 
Arg Phe Leu Tyr Gly Asn Ser Lys Arg Asn Ala Lys Pke Trp Ser Lys 
360 365 37\ 




aga aac agg cct 
Arg Asn Arg Pro 
355 



1123 



1171 



1219 



gta age age aaa eta teg aag aaa atg cgt tat cag gcg Nacc ate ggg 
5 0 Val Ser Ser Lys Leu Ser Lys Lys Met Arg Tyr Gin Ala Thr lie Gly 
375 380 385 



1267 



ctt tta gga get ttg gca ate ate ttg etc tat gtg agt ttgNegc ttt 
Leu Leu Gly Ala Leu Ala lie lie Leu Leu Tyr Val Ser Leu Arg Phe 
390 395 400 \ 405 



1315 



4/54 



gaa tgg caa tat get ttc agt gec gta tgc get tta att cat gac ctt 1363 

Glu Trp Gin Tyr Ala Phe Ser Ala Val Cys Ala Leu lie His Asp Leu 
410 415 420 

ttg get ace tgt gca gtc ttg ttt ata gca cat ttc ttt ttg aag aaa 1411 

Leu Ala Thr Cys Ala Val Leu Phe lie Ala His Phe Phe Leu Lys Lys 
425 430 435 

att caa ata gat ttg caa gec att ggt get tta atg act gta ttg ggg 1459 

He Gin He Asp Leu Gin Ala He Gly Ala Leu Met Thr Val Leu Gly 

440 445 450 

tat tea tta aac aat act ttg ate att ttt gat cgt att cgt gaa gat 1507 

Tyr Ser Leu Asn Asn Thr Leu He He Phe Asp Arg He Arg Glu Asp 
455 460 465 

cgc caa gcg aac ctg ttt acc cct atg cat gtt tta gtt aat gat gec 1555 

Arg Gin Ala Asn Leu Phe Thr Pro Met His Val Levi Val Asn Asp Ala 
470 475 480 485 

ctt caa aag acg ttc age cgc acg gta atg aca aca get aca act eta 1603 

Leu Gin Lys Thr Phe Ser Arg Thr Val Met Thr Thr Ala Thr Thr Leu 
490 495 500 

tea gtt ttg tta atg ctt ttg ttt ata ggc ggc tec tct gtc ttt aat 1651 

Ser Val Leu Leu Met Leu Leu Phe He Gly Gly Ser Ser Val Phe Asn 
505 510 515 



ttt gca ttt att atg acc ata ggg att ctt eta gga act tta teg tct 1699 
Phe Ala Phe He Met Thr He Gly He Leu Leu Gly Thr Leu Ser Ser 
520 525 530 

ctt tat att gca cca cct ctg ttg ttg ttt atg gtc cgt aaa gaa aat 1747 
Leu Tyr He Ala Pro Pro Leu Leu Leu Phe Met Val Arg Lys Glu Asn 
535 540 545 



cgc tea aaa taagtaccgt taaacttaat ctaacgtgta gcaatataaa 1796 

Arg Ser Lys 

550 

aatctccttt gggactttag tcccaaaggc ccctgtggta ttaaatttat gacaaattca 1856 
gataatgc 1864 



<210> 2 
<211> 800 
<212> DNA 

<213> Chlamydia pneumoniae 

<:220> 

<221> CDS 

<222> (101) . . (688) 

<400> 2 

ttattttaaa agcccatctt tttaggtatg taattaaaat ttttaattaa tgttttccta 60 
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gtgtaacctg cttctttagg aactacacta ggagaacggt atg tea tea aat eta 115 

Met Ser Ser Asn Leu 
1 5 

cat ccc gta gga gga aca gga aca gga gca get get cct gag tct gtg 163 

His Pro Val Gly Gly Thr Gly Thr Gly Ala Ala Ala Pro Glu Ser Val 
10 15 20 

eta aac ata gta gag gaa ata gca gca teg ggg agt gtc ace get ggt 211 
10 Leu Asn lie Val Glu Glu lie Ala Ala Ser Gly Ser Val Thr Ala Gly 

25 30 35 

eta caa gca att acg tec agt cca gga atg gtg aat eta etc ata gga 259 
Leu Gin Ala lie Thr Ser Ser Pro Gly Met Val Asn Leu Leu lie Gly 
40 45 50 

Q t99 gca aag aca aaa ttt att caa cct ata cgt gaa tea aag etc ttt 307 

Trp Ala Lys Thr Lys Phe lie Gin Pro lie Arg Glu Ser Lys Leu Phe 

55 60 65 

j*? 2 0 

^2 caa tcc a 3 a get tgc caa att acc ctg etc gtt tta gga att ctt ttg 355 

iy Gin Ser Arg Ala Cys Gin lie Thr Leu Leu Val Leu Gly lie Leu Leu 

U3 70 75 80 85 

CO 

S 1 gtt gtt get gga tta gca tgt atg ttt ate ttc cat age cag tta ggg 403 

E Val Val Ala Gly Leu Ala Cys Met Phe lie Phe His Ser Gin Leu Gly 

iJL ' 90 95 100 

r — 

J~ gca aat gca ttt tgg ttg att att cct get gee ata gga ttg att aag 451 

^ 3 0 Ala Asn Ala Phe Trp Leu lie lie Pro Ala Ala lie Gly Leu He Lys 

105 110 115 

M tta eta gtt aca tea tta tgt ttt gat gaa get tgt aca tct gaa aaa 499 

Leu Leu Val Thr Ser Leu Cys Phe Asp Glu Ala Cys Thr Ser Glu Lys 
120 125 130 

etc atg gtt ttc caa aaa tgg gca ggt gtt tta gaa gat cag etc gat 547 

Leu Met Val Phe Gin Lys Trp Ala Gly Val Leu Glu Asp Gin Leu Asp 
135 140 145 

40 

gat ggg ate ctt aat aac tea aat aag att ttt ggc cat gtg aaa aca 595 

Asp Gly He Leu Asn Asn Ser Asn Lys He Phe Gly His Val Lys Thr 
150 155 160 165 

gaa gga aat acc tct agg get act acc cca gta ctt aat gat ggc cgc 643 
Glu Gly Asn Thr Ser Arg Ala Thr Thr Pro Val Leu Asn Asp Gly Arg 
170 175 180 

gga act cct gta ctt tea cct tta gta agt aaa ata get cgc gtt 688 
5 0 Gly Thr Pro Val Leu Ser Pro Leu Val Ser Lys He Ala Arg Val 
185 190 195 

tagaegttea tctcacaagc atcctagaac ttgggatgct actttccacg tacgagatca 748 

gatgtaaaga gcaacagtaa ttattttcta cactgttgta ataaaatcat gt 800 
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<210> 3 

<211> 950 

<212> DNA 

<213> Chlamydia pneumoniae 



<220> 
<221> CDS 

<222> (101) . . (835) 



<400> 3 

tgctggcaga tcgtttccac atgcatactg tgaatctcga tccctatgcg gaaaatgtac 

ttgtaaactt aaaaaccata gcgacgactt tttctagttt atg aca ata cga att 

Met Thr lie Arg lie 
1 5 



ctt get gaa ggc eta get ttc cgt tac gga age aag gga ccg aat ate 

Leu Ala Glu Gly Leu Ala Phe Arg Tyr Gly Ser Lys Gly Pro Asn lie 

10 15 20 

att cat gat gtt tct ttc tct gtc tat gat ggc gac ttt ata gga ate 

lie His Asp Val Ser Phe Ser Val Tyr Asp Gly Asp Phe He Gly He 

25 30 35 

ata gga cca aac gga ggg ggg aaa age ace tta acg atg tta att ttg 

He Gly Pro Asn Gly Gly Gly Lys Ser Thr Leu Thr Met Leu He Leu 

40 45 50 



ggc ttg ctt act cct aca ttc gga tec ttg aag act ttc cct teg cat 
Gly Leu Leu Thr Pro Thr Phe Gly Ser Leu Lys Thr Phe Pro Ser His 
55 60 65 



tec gcg ggg aaa caa acc cat tec atg ate ggt tgg gtt ccc caa cat 
Ser Ala Gly Lys Gin Thr His Ser Met He Gly Trp Val Pro Gin His 
70 75 80 85 



ttc tct tat gat cct tgt ttt cct ate tea gta aaa gat gtt gtc etc 
Phe Ser Tyr Asp Pro Cys Phe Pro He Ser Val Lys Asp Val Val Leu 
90 95 100 



tea gga aga ttg tct caa etc tec tgg cat gga aaa tat aaa aag aaa 
Ser Gly Arg Leu Ser Gin Leu Ser Trp His Gly Lys Tyr Lys Lys Lys 
105 110 lis 



gat ttt gaa get gta gat cac get ttg gat ctt gtt gga ctt tct gac 
Asp Phe Glu Ala Val Asp His Ala Leu Asp Leu Val Gly Leu Ser Asp 
120 125 130 

acc acc acc act get ttc gee cat etc tea gga gga caa ate cag cgt 
Thr Thr Thr Thr Ala Phe Ala His Leu Ser Gly Gly Gin He Gin Arg 
135 140 145 

gta ctt ctg gca aga gec tta gee tec tac cct gaa att tta att ctt 
Val Leu Leu Ala Arg Ala Leu Ala Ser Tyr Pro Glu He Leu He Leu 
150 155 160 165 
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gat gag ccg acg aca aac att gat cct gac aat caa caa aga att tta 64 3 
Asp Glu Pro Thr Thr Asn lie Asp Pro Asp Asn Gin Gin Arg lie Leu 
170 i75 180 

agt ate eta aaa aag etc aac cgt acg tgc acc att ctt atg gta act 691 
Ser He Leu Lys Lys Leu Asn Arg Thr Cys Thr He Leu Met Val Thr 
185 190 195 

cac gat ctt cac cat acg acg aat tac ttt aat aaa gtt ttt tat atg 73 9 
10 His Asp Leu His His Thr Thr Asn Tyr Phe Asn Lys Val Phe Tyr Met 
200 205 210 

aac aaa act ttg cac ttc att ggc aga cac ttc gac ctt aac aga cca 787 
Asn Lys Thr Leu His Phe He Gly Arg His Phe Asp Leu Asn Arg Pro 
215 220 225 

att ttg ttg tea tec tat aaa aat cag gaa ttt tea tgc tct cct cac 835 

Q He Leu Leu Ser Ser Tyr Lys Asn Gin Glu Phe Ser Cys Ser Pro His 

230 235 240 245 

« 20 

in 

fn 



40 



50 



taatccgtga ttcatttccc cttcttattt tacttcccac attcctagcg gcattaggag 895 
cctccgtagc tggcggcgtt atgggaacct atatcgttgt aaaaegtatt gtttc 950 



CQ <210> 4 

Sj <211> 1050 

e ' <212> DNA 

1^ <213> Chlamydia pneumoniae 

:i 30 <220> 

j= J <221> CDS 

H; <222> (101) . . (934) 

C3 

^ <400> 4 

gagaattttt tcctaagatc accgcttctt aggatattcg ttctttatta aaattatgee 60 

ccaatagaat aatagatcat cttatcaaac tgcttttgtc atg cat aaa gta ata 115 

Met His Lys Val He 
1 5 

gtt ttc att ttc ctt acc eta tat teg tta aaa agt tat ggg aat gat 163 
Val Phe He Phe Leu Thr Leu Tyr Ser Leu Lys Ser Tyr Gly Asn Asp 
10 15 20 

gta ata gat aag ccc cat gtt ctt gtc agt ate gec ccc tat aaa ttc 211 
Val He Asp Lys Pro His Val Leu Val Ser He Ala Pro Tyr Lys Phe 
25 30 35 

eta gtt gaa caa att get gaa gag acc tgt ttt gtc tat gcg ata gtt 259 
Leu Val Glu Gin He Ala Glu Glu Thr Cys Phe Val Tyr Ala He Val 
40 45 50 

acg aat cac tat gat ccc cat acc tat gaa ctt cct cct cag caa ate 307 
Thr Asn His Tyr Asp Pro His Thr Tyr Glu Leu Pro Pro Gin Gin He 
55 60 65 
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aag gag tta cga caa gga gac ctt tgg ttc cgt ata gga gag gca ttt 3 55 
Lys Glu Leu Arg Gin Gly Asp Leu Trp Phe Arg lie Gly Glu Ala Phe 
70 75 80 85 

gga aaa aac ttg tta gag aaa cct tac atg caa caa gtc gat ctt tec 403 
Gly Lys Asn Leu Leu Glu Lys Pro Tyr Met Gin Gin Val Asp Leu Ser 
90 95 100 

caa aat gtc teg ctg att caa gga aag cct tgc tgt aat caa cat acc 451 
10 Gin Asn Val Ser Leu lie Gin Gly Lys Pro Cys Cys Asn Gin His Thr 
105 110 115 

acg aac tac gac acc cac act tgg tta age cct aaa aac ctt aaa gtc 4 99 
Thr Asn Tyr Asp Thr His Thr Trp Leu Ser Pro Lys Asn Leu Lys Val 
120 " 125 130 

=j caa gtg gag act ate gtt acc act tta agt aaa aaa tat cct caa cac 547 

% Gin Val Glu Thr lie Val Thr Thr Leu Ser Lys Lys Tyr Pro Gin His 

' LJ 13 5 14 0 14 5 

W 20 
m 

yj gcg act eta tat caa age aat gga gag aaa ctt ctg tta get ttg gac 595 

Cm Ala Thr Leu Tyr Gin Ser Asn Gly Glu Lys Leu Leu Leu Ala Leu Asp 

VP 150 155 160 165 

CO 

'-'-4 caa etc aat gag gaa att ctt acg att acc tec aaa gcg aaa caa cgc 643 

£ Gin Leu Asn Glu Glu lie Leu Thr lie Thr Ser Lys Ala Lys Gin Arg 

Ijl " 170 175 180 

f^. 

cat att tta gtt tec cat gga gec ttt ggg tat ttt tgc cgt gat tac 691 
^ 3 0 His lie Leu Val Ser His Gly Ala Phe Gly Tyr Phe Cys Arg Asp Tyr 
H 185 190 195 

aat ttc tct cag cac act ata gag aaa age agt cat gtt gag cct tct 739 
Asn Phe Ser Gin His Thr lie Glu Lys Ser Ser His Val Glu Pro Ser 
200 205 210 

cct aaa gat gtg get cgc gta ttt cgt gac att gaa cag tac aaa att 787 

Pro Lys Asp Val Ala Arg Val Phe Arg Asp lie Glu Gin Tyr Lys lie 

215 220 225 

40 

tct tct gtg att ctt etc gaa tac tct gga aga cga agt agt get atg 835 

Ser Ser Val lie Leu Leu Glu Tyr Ser Gly Arg Arg Ser Ser Ala Met 

230 235 240 245 

ctg gca gat cgt ttc cac atg cat act gtg aat etc gat ccc tat gcg 883 
Leu Ala Asp Arg Phe His Met His Thr Val Asn Leu Asp Pro Tyr Ala 
250 255 260 

gaa aat gta ctt gta aac tta aaa acc ata gcg acg act ttt tct agt 931 
50 Glu Asn Val Leu Val Asn Leu Lys Thr lie Ala Thr Thr Phe Ser Ser 
265 270 275 

tta tgacaatacg aattcttget gaaggectag etttcegtta eggaagcaag 984 
Leu 

ggaccgaata tcattcatga tgtttctttc tctgtctatg atggcgactt tataggaatc 1044 

atagga 1050 
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<210> 5 

<2X1> 1550 

<212> DNA 

<213> Chlamydia pneumoniae 



<220> 
<221> CDS 

<222> (10) . . (1416) 



O 



10 <400> 5 

acaatcact atg ggc cca gga teg gtt ctt tec aac cat age aaa gaa gca 51 

Met Gly Pro Gly Ser Val Leu Ser Asn His Ser Lys Glu Ala 
15 10 

gga gga ate get ata aac aat gtc ate att gat ttt agt gaa ate gtt 99 
Gly Gly lie Ala lie Asn Asn Val He He Asp Phe Ser Glu He Val 
15 20 25 30 

cct act aaa gat aat gca aca gta get cca ccc act ctt aaa tta gta 147 
2 0 Pro Thr Lys Asp Asn Ala Thr Val Ala Pro Pro Thr Leu Lys Leu Val 



W 30 



40 



50 



40 45 



W 35 

Cm 

H teg aga act aat gca gat agt aaa gat aag att gat att aca gga act 195 

%S Ser A ^g Thr Asn Ala Asp Ser Lys Asp Lys lie Asp He Thr Gly Thr 
CO 50 55 60 

E " * gtg act ctt eta gat cct aat ggc aac tta tat caa aat tct tat ctt 243 
Thr Leu Leu Asp Pro Asn Gly Asn Leu Tyr Gin Asn Ser Tyr Leu 
65 70 75 



ggt gaa gac cgc gat ate act ctt ttc aat ata gac aat tct gca agt 291 
Gly Glu Asp Arg Asp He Thr Leu Phe Asn He Asp Asn Ser Ala Ser 
80 85 90 

999 9ca gtt aca gec acg aat gtc ace ctt caa ggg aat tta gga get 33 9 
Gly Ala Val Thr Ala Thr Asn Val Thr Leu Gin Gly Asn Leu Gly Ala 
95 100 105 no 

aaa aaa gga tat tta gga acc tgg aat ttg gat cca aat tec teg ggt 387 
Lys Lys Gly Tyr Leu Gly Thr Trp Asn Leu Asp Pro Asn Ser Ser Gly 
115 120 125 

tea aaa att att eta aaa tgg acc ttt gac aaa tac ctg cgc tgg ccc 435 
Ser Lys He He Leu Lys Trp Thr Phe Asp Lys Tyr Leu Arg Trp Pro 
130 135 140 

tac ate cct aga gac aac cac ttc tac ate aac tct att tgg gga gca 483 
Tyr He Pro Arg Asp Asn His Phe Tyr He Asn Ser 'lie Trp Gly Ala 
145 150 155 

caa aac tct tta gtg act gtg aac caa ggg ate tta ggg aac atg ttg 531 
Gin Asn Ser Leu Val Thr Val Asn Gin Gly He Leu Gly Asn Met Leu 
160 165 170 



aac aat gca agg ttt gaa gat cct get ttc aac aac ttc tgg get teg 
Asn Asn Ala Arg Phe Glu Asp Pro Ala Phe Asn Asn Phe Trp Ala Ser 
175 180 185 190 



579 
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get ata gga tct ttc ctt agg aaa gaa gta tct cga aat tct gac tea 
Ala lie Gly Ser Phe Leu Arg Lys Glu Val Ser Arg Asn Ser Asp Ser 
195 200 205 

ttc acc tat cat ggc aga ggc tat acc get get gtg gat gee aaa cct 
Phe Thr Tyr His Gly Arg Gly Tyr Thr Ala Ala Val Asp Ala Lys Pro 
210 215 220 

cgc caa gaa ttt att tta gga get gec ttc agt cag gtt ttt ggt cac 
Arg Gin Glu Phe lie Leu Gly Ala Ala Phe Ser Gin Val Phe Gly His 
225 230 235 

gee gag tct gaa tat cac ctt gac aac tat aag cat aaa ggc tea ggt 
Ala Glu Ser Glu Tyr His Leu Asp Asn Tyr Lys His Lys Gly Ser Gly 
240 245 250 

cac tct aca caa gca tct ctt tat get ggc aat ate ttc tat ttt cct 
His Ser Thr Gin Ala Ser Leu Tyr Ala Gly Asn lie Phe Tyr Phe Pro 
255 260 265 270 

gcg ata egg tct egg cct att eta ttc caa ggt gtg gcg acc tat ggt 
Ala lie Arg Ser Arg Pro lie Leu Phe Gin Gly Val Ala Thr Tyr Gly 
275 280 285 

tat atg caa cat gac acc aca acc tac tat cct tct att gaa gaa aaa 
Tyr Met Gin His Asp Thr Thr Thr Tyr Tyr Pro Ser lie Glu Glu Lys 
290 295 300 

aat atg gca aac tgg gat age att get tgg tta ttt gat ctg cgt ttc 
Asn Met Ala Asn Trp Asp Ser lie Ala Trp Leu Phe Asp Leu Arg Phe 
305 310 315 

agt gtg gat ctt aaa gaa cct caa cct cac tct aca gca agg ctt acc 
Ser Val Asp Leu Lys Glu Pro Gin Pro His Ser Thr Ala Arg Leu Thr 
320 325 330 

ttc tat aca gaa get gag tat acc aga att cgc cag gag aaa ttc aca 
Phe Tyr Thr Glu Ala Glu Tyr Thr Arg lie Arg Gin Glu Lys Phe Thr 
335 340 345 350 

gag eta gac tat gat cct aga tct ttc tct gca tgc tct tat gga aac 
Glu Leu Asp Tyr Asp Pro Arg Ser Phe Ser Ala Cys Ser Tyr Gly Asn 
355 360 365 

tta gca att cct act gga ttc tct gta gac gga gca tta get tgg cgt 
Leu Ala lie Pro Thr Gly Phe Ser Val Asp Gly Ala Leu Ala Trp Arg 
370 375 380 

gag att att eta tat aat aaa gta tea get gcg tac etc cct gtg att 
Glu lie lie Leu Tyr Asn Lys Val Ser Ala Ala Tyr Leu Pro Val He 
385 390 395 



etc agg aat aat cca aaa gcg acc tat gaa gtt etc tct aca aaa gaa 
Leu Arg Asn Asn Pro Lys Ala Thr Tyr Glu Val Leu Ser Thr Lys Glu 
400 405 410 
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aag ggc aac gta gtc aac gtt etc cct aca aga aac gca get cgt gca 12 99 
Lys Gly Asn Val Val Asn Val Leu Pro Thr Arg Asn Ala Ala Arg Ala 
415 420 425 430 

gag gtg age tct caa att tat ctt gga agt tac tgg aca etc tac ggc 13 4 7 
Glu Val Ser Ser Gin He Tyr Leu Gly Ser Tyr Trp Thr Leu Tyr Gly 
435 440 445 

acg tat act att gat get tea atg aat act tta gtg caa atg gee aac 1395 
10 Thr Tyr Thr He Asp Ala Ser Met Asn Thr Leu Val Gin Met Ala Asn 
450 455 460 

99* ggg ate egg ttt gta ttc tagggtatac aattaaagat tttatgaaat 144 6 

Gly Gly He Arg Phe Val Phe 

465 " 

tgaggatacg gagagagtgg gattcgaacc cacggtacgc gttaaegcac acacgctttc 1506 
caagegtget ccttaagcca ctcggacatc tctccatatt tata 1550 

20 



to <210> 6 

CM <211> 2950 

£3 <212> DNA 

• % Q <213> Chlamydia pneumoniae 

rr 5 : 

Sj <220> 

"~ ~ <221> CDS 
f . <222> (101) . . (2866) 

P 3 0 <4 0 0> 6 

Q aattcttttt aagtgacaag aaattcttgt geteggcttg ctttcttatt cttattgacg 60 

I: sis 
I 

C3 tattgettga tcagatattc attttgattt aggtactaaa atg cga ttt teg etc 115 

H= Met Arg Phe Ser Leu 

1 5 

tgc gga ttt cct eta gtt ttt tct ttt aca ttg etc tea gtc ttc gac 163 
Cys Gly Phe Pro Leu Val Phe Ser Phe Thr Leu Leu Ser Val Phe Asp 
10 15 20 



40 



50 



act tct ttg agt get act acg att tct tta ace cca gaa gat agt ttt 211 
Thr Ser Leu Ser Ala Thr Thr He Ser Leu Thr Pro Glu Asp Ser Phe 
25 30 35 

cat gga gat agt cag aat gca gaa cgt tct tat aat gtt caa get ggg 259 
His Gly Asp Ser Gin Asn Ala Glu Arg Ser Tyr Asn Val Gin Ala Gly 
40 45 50 

gat gtc tat age ctt act ggt gat gtc tea ata tct aac gtc gat aac 307 
Asp Val Tyr Ser Leu Thr Gly Asp Val Ser He Ser Asn Val Asp Asn 
55 60 65 

tct gca tta aat aaa gee tgc ttc aat gtg ace tea gga agt gtg acg 355 
Ser Ala Leu Asn Lys Ala Cys Phe Asn Val Thr Ser Gly Ser Val Thr 
7 ° 75 80 85 
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ttc gca gga aat cat cat ggg tta tat ttt aat aat att tec tea gga 

Phe Ala Gly Asn His His Gly Leu Tyr Phe Asn Asn lie Ser Ser Gly 

90 95 100 

act aca aag gaa ggg get gta ctt tgt tgc caa gat cct caa gca acg 

Thr Thr Lys Glu Gly Ala Val Leu Cys Cys Gin Asp Pro Gin Ala Thr 

105 110 115 

gca cgt ttt tct ggg ttc tec acg etc tct ttt att cag age ccc gga 

Ala Arg Phe Ser Gly Phe Ser Thr Leu Ser Phe lie Gin Ser Pro Gly 

120 125 130 

gat att aaa gaa cag gga tgt etc tat tea aaa aat gca ctt atg etc 
Asp lie Lys Glu Gin Gly Cys Leu Tyr Ser Lys Asn Ala Leu Met Leu 

135 140 145 

tta aac aat tat gta gtg cgt ttt gaa caa aac caa agt aag act aaa 

Leu Asn Asn Tyr Val Val Arg Phe Glu Gin Asn Gin Ser Lys Thr Lys 

150 155 160 165 

ggc gga get att agt ggg gcg aat gtt act ata gta ggc aac tac gat 

Gly Gly Ala lie Ser Gly Ala Asn Val Thr lie Val Gly Asn Tyr Asp 

170 175 180 

tec gtc tct ttc tat cag aat gca gec act ttt gga ggt get ate cat 

Ser Val Ser Phe Tyr Gin Asn Ala Ala Thr Phe Gly Gly Ala He His 

185 190 195 

tct tea ggt ccc eta cag att gca gta aat cag gca gag ata aga ttt 

Ser Ser Gly Pro Leu Gin He Ala Val Asn Gin Ala Glu lie Arg Phe 

200 205 210 

gca caa aat act gee aag aat ggt tct gga ggg get ttg tac tec gat 

Ala Gin Asn Thr Ala Lys Asn Gly Ser Gly Gly Ala Leu Tyr Ser Asp 

215 220 225 

ggt gat att gat att gat cag aat get tat gtt eta ttt cga gaa aat 

Gly Asp He Asp He Asp Gin Asn Ala Tyr Val Leu Phe Arg Glu Asn 

230 235 240 245 

gag gca ttg act act get ata ggt aag gga ggg get gtc tgt tgt ctt 

Glu Ala Leu Thr Thr Ala He Gly Lys Gly Gly Ala Val Cys Cys Leu 

250 255 260 

ccc act tea gga agt agt act cca gtt cct att gtg act ttc tct gac 

Pro Thr Ser Gly Ser Ser Thr Pro Val Pro He Val Thr Phe Ser Asp 

265 270 275 

aat aaa cag tta gtc ttt gaa aga aac cat tec ata atg ggt ggc gga 

Asn Lys Gin Leu Val Phe Glu Arg Asn His Ser He Met Gly Gly Gly 

280 285 290 



gec att 
Ala lie 
295 



tat get agg aaa ctt age ate tct tea gga ggt cct act eta 
Tyr Ala Arg Lys Leu Ser He Ser Ser Gly Gly Pro Thr Leu 
300 . 305 
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ttt ate aat aat ata tea tat gca aat teg caa aat tta ggt gga get 

Phe lie Asn Asn lie Ser Tyr Ala Asn Ser Gin Asn Leu Gly Gly Ala 

310 315 320 325 

att gee att gat act gga ggg gag ate agt tta tea gca gag aaa gga 

He Ala He Asp Thr Gly Gly Glu He Ser Leu Ser Ala Glu Lys Gly 

330 335 340 

aca att aca ttc caa gga aac egg acg age tta ccg ttt ttg aat ggc 

Thr He Thr Phe Gin Gly Asn Arg Thr Ser Leu Pro Phe Leu Asn Gly 

345 350 355 

ate cat ctt tta caa aat get aaa ttc ctg aaa tta cag gcg aga aat 

He His Leu Leu Gin Asn Ala Lys Phe Leu Lys Leu Gin Ala Arg Asn 

360 365 370 

gga tac tct ata gaa ttt tat gat cct att act tct gaa gca gat ggg 

Gly Tyr Ser He Glu Phe Tyr Asp Pro He Thr Ser Glu Ala Asp Gly 
375 380 385 

tct ace caa ttg aat ate aac gga gat cct aaa aat aaa gag tac aca 

Ser Thr Gin Leu Asn He Asn Gly Asp Pro Lys Asn Lys Glu Tyr Thr 

390 395 400 405 

ggg ace ata etc ttt tct gga gaa aag agt eta gca aac gat cct agg 

Gly Thr He Leu Phe Ser Gly Glu Lys Ser Leu Ala Asn Asp Pro Arg 

410 415 420 

gat ttt aaa tct aca ate cct cag aac gtc aac ctg tct gca gga tac 

Asp Phe Lys Ser Thr He Pro Gin Asn Val Asn Leu Ser Ala Gly Tyr 

425 430 435 

tta gtt att aaa gag ggg gee gaa gtc aca gtt tea aaa ttc acg cag 

Leu Val He Lys Glu Gly Ala Glu Val Thr Val Ser Lys Phe Thr Gin 

440 445 450 

tct cca gga teg cat tta gtt tta gat tta gga ace aaa ctg ata gec 

Ser Pro Gly Ser His Leu Val Leu Asp Leu Gly Thr Lys Leu He Ala 
455 460 465 

tct aag gaa gac att gec ate aca ggc etc gcg ata gat ata gat age 

Ser Lys Glu Asp He Ala He Thr Gly Leu Ala He Asp He Asp Ser 

470 475 480 485 

tta age tea tec tea aca gca get gtt att aaa gca aac acc gca aat 

Leu Ser Ser Ser Ser Thr Ala Ala Val He Lys Ala Asn Thr Ala Asn 

490 495 500 

aaa cag ata tec gtg acg gac tct ata gaa ctt ate teg cct act ggc 

Lys Gin He Ser Val Thr Asp Ser He Glu Leu He Ser Pro Thr Gly 

505 510 515 



aat gee tat gaa gat etc aga atg aga aat tea cag acg ttc cct ctg 
Asn Ala Tyr Glu Asp Leu Arg Met Arg Asn Ser Gin Thr Phe Pro Leu 
520 525 530 
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etc tct tta gag cct gga gec ggg ggt agt gtg act gta act get gga 1747 
Leu Ser Leu Glu Pro Gly Ala Gly Gly Ser Val Thr Val Thr Ala Gly 
535 540 545 

gat ttc eta ccg gta agt ccc cat tat ggt ttt caa ggc aat tgg aaa 1795 
Asp Phe Leu Pro Val Ser Pro His Tyr Gly Phe Gin Gly Asn Trp Lys 
550 555 560 565 

tta get tgg aca gga act gga aac aaa gtt gga gaa ttc ttc tgg gat 1843 
10 Leu Ala Trp Thr Gly Thr Gly Asn Lys Val Gly Glu Phe Phe Trp Asp 

570 575 580 

aaa ata aat tat aag cct aga cct gaa aaa gaa gga aat tta gtt cct 1891 
Lys lie Asn Tyr Lys Pro Arg Pro Glu Lys Glu Gly Asn Leu Val Pro 
585 590 595 

aat ate ttg tgg ggg aat get gta gat gtc aga tec tta atg cag gtt 193 9 

Asn lie Leu Trp Gly Asn Ala Val Asp Val Arg Ser Leu Met Gin Val 

l d 600 605 610 
20 

*Q caa gag acc cat gca teg age tta cag aca gat cga ggg ctg tgg ate 1987 

CP Gin Glu Thr His Ala Ser Ser Leu Gin Thr Asp Arg Gly Leu Trp lie 

£0 615 620 625 

fQ gat gga att ggg aat ttc ttc cat gta tct gee tec gaa gac aat ata 2035 

Cj Asp Gly lie Gly Asn Phe Phe His Val Ser Ala Ser Glu Asp Asn lie 
630 635 640 645 

^ agg tac cgt cat aac age ggt gga tat gtt eta tct gta aat aat gag 2083 

iJ 3 0 Arg Tyr Arg His Asn Ser Gly Gly Tyr Val Leu Ser Val Asn Asn Glu 
i=J 650 655 660 

|3 ate aca cct aag cac tat act teg atg gca ttt tec caa etc ttt agt 2131 

He Thr Pro Lys His Tyr Thr Ser Met Ala Phe Ser Gin Leu Phe Ser 
665 670 675 

aga gac aag gac tat gcg gtt tec aac aac gaa tac aga atg tat tta 2179 

Arg Asp Lys Asp Tyr Ala Val Ser Asn Asn Glu Tyr Arg Met Tyr Leu 

680 685 690 

40 

gga teg tat etc tat caa tat aca acc tec eta ggg aat att ttc cgt 2227 

Gly Ser Tyr Leu Tyr Gin Tyr Thr Thr Ser Leu Gly Asn He Phe Arg 

695 700 705 

tat get teg cgt aac cct aat gta aac gtc ggg att etc tea aga agg 2275 
Tyr Ala Ser Arg Asn Pro Asn Val Asn Val Gly He Leu Ser Arg Arg 
710 715 720 725 

ttt ctt caa aat cct ctt atg att ttt cat ttt ttg tgt get tat ggt 2323 
50 Phe Leu Gin Asn Pro Leu Met He Phe His Phe Leu Cys Ala Tyr Gly 

730 735 740 

cat gee acc aat gat atg aaa aca gac tac gca aat ttc cct atg gtg 2371 
His Ala Thr Asn Asp Met Lys Thr Asp Tyr Ala Asn Phe Pro Met Val 
745 750 755 



10 
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aaa aac age tgg aga aac aat tgt tgg get ata gag tgc gga ggg age 2419 
Lys Asn Ser Trp Arg Asn Asn Cys Trp Ala lie Glu Cys Gly Gly Ser 
760 765 770 

atg cct eta ttg gta ttt gag aac gga aga ctt ttc caa ggt gec ate 2467 
Met Pro Leu Leu Val Phe Glu Asn Gly Arg Leu Phe Gin Gly Ala lie 
775 780 785 

cca ttt atg aaa eta caa tta gtt tat get tat cat gga gat ttc aaa 2515 
Pro Phe Met Lys Leu Gin Leu Val Tyr Ala Tyr His Gly Asp Phe Lys 
790 795 800 805 

gag acg act gca gat ggc cgt aga ttt agt aat ggg agt tta aca teg 2563 
Glu Thr Thr Ala Asp Gly Arg Arg Phe Ser Asn Gly Ser Leu Thr Ser 
810 815 820 

(3 att tct 9ta cct eta ggc ata cgc ttt gag aag ctg gca ctt tct cag 2611 

% q lie Ser Val Pro Leu Gly lie Arg Phe Glu Lys Leu Ala Leu Ser Gin 

trk 825 830 835 

m 20 

gat gta etc tat gac ttt agt ttc tec tat att cct gat att ttc cgt 2659 

Asp Val Leu Tyr Asp Phe Ser Phe Ser Tyr lie Pro Asp lie Phe Arg 
^3 840 845 850 

ft? 

NJ aag gat ccc tea tgt gaa get get ctg gtg att age gga gac tec tgg 2707 

£ Lys Asp Pro Ser Cys Glu Ala Ala Leu Val lie Ser Gly Asp Ser Trp 

M= ' 855 660 865 

f =^ 

^ ctt gtt ccg gca gca cac gta tea aga cat get ttt gta ggg agt gga 2755 

3 0 Leu Val Pro Ala Ala His Val Ser Arg His Ala Phe Val Gly Ser Gly 
£ 870 875 880 885 

H= acg ggt egg tat cac ttt aac gac tat act gag etc tta tgt cga gga 2 803 

Thr Gly Arg Tyr His Phe Asn Asp Tyr Thr Glu Leu Leu Cys Arg Gly 
890 895 900 

agt ata gaa tgc cgc ccc cat get agg aat tat aat ata aac tgt gga 2851 
Ser lie Glu Cys Arg Pro His Ala Arg Asn Tyr Asn lie Asn Cys Gly 
905 910 915 



40 



age aaa ttt cgt ttt tagaaggttt ccattgcctg tgtggttccg gatcttaact 2 906 
Ser Lys Phe Arg Phe 
920 

ataaatcctg gactatggat cataggcatt gggtttctcg aact 2950 



<210> 7 

<211> 1328 

50 <212> DNA 

<213> Chlamydia pneumoniae 

<220> 

<221> CDS 

<222> (101) . . (1225) 



<220> 

<221> unsure 



# 
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10 



<222> (1254) . . . (1323) 

<223> n is a or g or c or t/u, unknown, or other 
<400> 7 

gtgggggcat tgctggggga aaagcacatt tcgatcgcat tgataatctt atcagtccaa 60 

agcaaccaag caaagaaagg tggtggggtt tatcttgaag atg ccc tea tec tgg 115 

Met Pro Ser Ser Trp * 

1 5 

aaa agg tta tta cag gtt ctg tct cac aaa ata gca get aca gaa agt 163 

Lys Arg Leu Leu Gin Val Leu Ser His Lys lie Ala Ala Thr Glu Ser 
10 15 20 

99^ ggg ggt ate tac get aag gat att caa eta caa get eta cct gga 211 
Gly Gly Gly lie Tyr Ala Lys Asp lie Gin Leu Gin Ala Leu Pro Gly 
25 30 35 

*J age ttc aca att acc gat aat aaa gtc gaa act agt ctt act act age 25 9 

%y 2 0 Ser Phe Thr lie Thr Asp Asn Lys Val Glu Thr Ser Leu Thr Thr Ser 
CO 40 45 50 

cn 

£g act aat tta tat ggt ggg ggc ate tat tec agt gga get gtc acg eta 307 

,n Thr Asn Leu Tyr Gly Gly Gly lie Tyr Ser Ser Gly Ala Val Thr Leu 

CO 55 60 65 

VJ 

acc aat ata tct gga acc ttt ggc att aca gga aac tct gtt ate aat 355 
= Thr Asn He Ser Gly Thr Phe Gly He Thr Gly Asn Ser Val He Asn 

it 70 75 80 85 

□ 3 0 

Q aca gcg aca tec cag gat gca gat ata caa ggt ggg ggc att tat gca 403 

M= Thr Ala Thr Ser Gin Asp Ala Asp He Gin Gly Gly Gly He Tyr Ala 

Q 90 95 100 

M 

acc acg tct etc tea ata aat caa tgt aat aca ccc att eta ttt age 451 

Thr Thr Ser Leu Ser He Asn Gin Cys Asn Thr Pro He Leu Phe Ser 
105 110 115 

aac aac tct get gee act aaa aaa aca tea aca aca aag caa att get 499 
4 0 Asn Asn Ser Ala Ala Thr Lys Lys Thr Ser Thr Thr Lys Gin He Ala 
120 125 130 

99^ ggg get ate ttc tec get gca gta act ate gag aat aac tct cag 547 
Gly Gly Ala He Phe Ser Ala Ala Val Thr He Glu Asn Asn Ser Gin 
135 140 145 

ccc att att ttc tta aat aat tec gca aag teg gaa gca act aca gca 595 
Pro lie He Phe Leu Asn Asn Ser Ala Lys Ser Glu Ala Thr Thr Ala 
150 155 160 165 



50 



gca act gca gga aat aaa gat age tgt gga gga gee att gca get aac 64 3 

Ala Thr Ala Gly Asn Lys Asp Ser Cys Gly Gly Ala He Ala Ala Asn 
170 175 180 

tct gtt act tta aca aat aac cct gaa ata acc ttt aaa gga aat tat 691 

Ser Val Thr Leu Thr Asn Asn Pro Glu He Thr Phe Lys Gly Asn Tyr 

185 190 195 



£3 
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gca gaa act gga gga gcg att ggc tgt att gat ctt act aat ggc tea 73 9 
Ala Glu Thr Gly Gly Ala lie Gly Cys lie Asp Leu Thr Asn Gly Ser 
200 205 210 

cct ccc cgt aaa gtc tct att gca gac aac ggt tct gtc ctt ttt caa 787 
Pro Pro Arg Lys Val Ser lie Ala Asp Asn Gly Ser Val Leu Phe Gin 
215 220 225 

gac aac tct gcg tta aat cgc gga ggc get ate tat gga gag act ate 835 
10 Asp Asn Ser Ala Leu Asn Arg Gly Gly Ala lie Tyr Gly Glu Thr lie 
230 235 240 245 

gat ate tec agg aca ggt gcg act ttc ate ggt aac tct tea aaa cat 883 
Asp lie Ser Arg Thr Gly Ala Thr Phe lie Gly Asn Ser Ser Lys His 
250 255 260 

gat gga agt gca att tgc tgt tea aca gee eta act ctt gcg cca aac 931 
Asp Gly Ser Ala lie Cys Cys Ser Thr Ala Leu Thr Leu Ala Pro Asn 
265 270 275 



20 

tec caa ctt ate ttt gaa aac aat aag gtt acg gaa ace aca gec act 979 

CD Ser Gin Leu lie Phe Glu Asn Asn Lys Val Thr Glu Thr Thr Ala Thr 
CQ 280 285 290 

fg aca aaa get tec ata aat aat tta gga get gca att tat gga aat aat 1027 

%.\ Thr Lys Ala Ser lie Asn Asn Leu Gly Ala Ala lie Tyr Gly Asn Asn 
73 " 295 300 305 

-si 

9 a 9 act agt gac gtc act ate tct tta tea get gag aat gga agt att 1075 

IJ 3 0 Glu Thr Ser Asp Val Thr He Ser Leu Ser Ala Glu Asn Gly Ser He 
?□ 310 315 320 325 

u 

C3 ttc ttt aaa aac aat eta tgc aca gca aca aac aaa tac tgc agt att 1123 

|^ Phe Phe Lys Asn Asn Leu Cys Thr Ala Thr Asn Lys Tyr Cys Ser He 

330 335 340 

get gga aac gta aaa ttt aca gca ata gaa get tea gca ggg aaa get 1171 
Ala Gly Asn Val Lys Phe Thr Ala He Glu Ala Ser Ala Gly Lys Ala 
345 350 355 



40 



50 



ata tct ttc tat gat gca gtt aac gtt cca cca aag aaa caa ttg etc 1219 
He Ser Phe Tyr Asp Ala Val Asn Val Pro Pro Lys Lys Gin Leu Leu 
360 365 370 

aag age taaattaaat gaaaaagega caagtacang gaegtttcta ntttctgggg 1275 
Lys Ser 
375 

gaettcaegg aaataaatcc ctattccaca gaaagtcact tcgccctngg gat 1328 



<210> 8 

<211> 2816 

<212> DNA 

<213> Chlamydia pneumoniae 



r 
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<220> 
<221> CDS 

<222> (101) . . (2713) 
<400> 8 

ttacttgatt tatttaactg tattctctat tggtgcacca tgctcctaaa gccacatgct 60 

atgggagtat ttttgataaa aagcttttcc ccaaagacac atg aaa tat tct tta 115 

Met Lys Tyr Ser Leu 

10 1 5 

cct tgg eta ctt acc tct teg get tta gtt ttc tec eta cat cca eta 163 
Pro Trp Leu Leu Thr Ser Ser Ala Leu Val Phe Ser Leu His Pro Leu 
10 15 20 

atg get get aac acg gat etc tea tea tec gat aac tat gaa aat ggt 211 

Q Met Ala Ala Asn Thr Asp Leu Ser Ser Ser Asp Asn Tyr Glu Asn Gly 

^ 25 -30 35 

fn 



20 

CO 



agt agt ggt age gca gca ttc act gee aag gaa act teg gat get tea 259 
Ser Ser Gly Ser Ala Ala Phe Thr Ala Lys Glu Thr Ser Asp Ala Ser 
40 45 50 

gga act acc tac act etc act age gat gtt tct att acg aat gta tct 307 

>j Gly Thr Thr Tyr Thr Leu Thr Ser Asp Val Ser lie Thr Asn Val Ser 

2 55 60 65 

Q gca att act cct 9ca gat aaa age tgt ttt aca aac aca gga gga gca 355 

Q _ Ala lie Thr Pro Ala Asp Lys Ser Cys Phe Thr Asn Thr Gly Gly Ala 



30 70 75 80 



40 



85 



ttg agt ttt gtt gga get gat cac tea ttg gtt ctg caa acc ata gcg 
Leu Ser Phe Val Gly Ala Asp His Ser Leu Val Leu Gin Thr lie Ala 
90 95 100 



403 



ctt acg cat gat ggt get gca att aac aat acc aac aca get ctt tct 451 
Leu Thr His Asp Gly Ala Ala lie Asn Asn Thr Asn Thr Ala Leu Ser 
105 110 115 

ttc tea gga ttc teg tea etc tta ate gac tea get cca gca aca gga 499 
Phe Ser Gly Phe Ser Ser Leu Leu lie Asp Ser Ala Pro Ala Thr Gly 
120 125 130 

act teg ggc ggc aag ggt get att tgt gtg aca aat aca gag gga ggt 54 7 
Thr Ser Gly Gly Lys Gly Ala He Cys Val Thr Asn Thr Glu Gly Gly 
135 140 145 

act gcg act ttt act gac aat gec agt gtc acc etc caa aaa aat act 595 
Thr Ala Thr Phe Thr Asp Asn Ala Ser Val Thr Leu Gin Lys Asn Thr 
50 150 155 160 165 

tea gaa aaa gat gga get gca gtt tct gec tac age ate gat ctt get 643 
Ser Glu Lys Asp Gly Ala Ala Val Ser Ala Tyr Ser He Asp Leu Ala 
170 175 180 



aag act acg aca gca get etc tta gat caa aat act age aca aaa aat 
Lys Thr Thr Thr Ala Ala Leu Leu Asp Gin Asn Thr Ser Thr Lys Asn 
185 190 195 



691 
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ggc ggg gcc etc tgt agt aca gca aac act aca gtc caa gga aac tea 73 9 
Gly Gly Ala Leu Cys Ser Thr Ala Asn Thr Thr Val Gin Gly Asn Ser 
200 205 210 

gga acg gtg acc ttc tec tea aat act get aca gat aaa ggt ggg ggg 787 
Gly Thr Val Thr Phe Ser Ser Asn Thr Ala Thr Asp Lys Gly Gly Gly 
215 220 225 

ate tac tea aaa gaa aag gat age acg eta gat gcc aat aca gga gtc 835 
10 lie Tyr Ser Lys Glu Lys Asp Ser Thr Leu Asp Ala Asn Thr Gly Val 
230 235 240 245 

gtt acc ttc aaa tct aat act gca aag acg ggg ggt get tgg age tct 883 
Val Thr Phe Lys Ser Asn Thr Ala Lys Thr Gly Gly Ala Trp Ser Ser 
250 255 260 

gat gac aat ctt get ctt acc ggc aac act caa gta ctt ttt cag gaa* 931 

Asp Asp Asn Leu Ala Leu Thr Gly Asn Thr Gin Val Leu Phe Gin Glu 

w 265 270 275 

*B 2 0 

aat aaa aca acc ggc tea gca gca cag gca aat aac ccg gaa ggt tgt 979 

Cm Asn Lys Thr Thr Gly Ser Ala Ala Gin Ala Asn Asn Pro Glu Gly Cys 

tQ 280 285 290 

\Q 

ffl 99t ggg gca ate tgt tgt tat ctt get aca gca aca gac aaa act gga 1027 

n G1 y G1 Y Ala Ile C Y S C Y S T Y r Leu Al * Thr Ala Thr Asp Lys Thr Gly 

~* " 295 300 305 



C3 
£3 
* 

r— 



tta gcc att tct cag aat caa gaa atg age ttc act agt aat aca aca 1075 
30 Leu Ala Ile Ser Gin Asn Gin Glu Met Ser Phe Thr Ser Asn Thr Thr 
310 315 320 325 

act gcg aat ggt gga gcg ate tac get act aaa tgt act ctg gat gga 1123 
Thr Ala Asn Gly Gly Ala Ile Tyr Ala Thr Lys Cys Thr Leu Asp Gly 
330 335 340 

aac aca act ctt acc ttc gat cag aat act gcg aca gca gga tgt ggc 1171 
Asn Thr Thr Leu Thr Phe Asp Gin Asn Thr Ala Thr Ala Gly Cys Gly 
345 350 355 

40 

gga get ate tat aca gaa act gaa gat ttt tct ctt aag gga agt acg 1219 
Gly Ala Ile Tyr Thr Glu Thr Glu Asp Phe Ser Leu Lys Gly Ser Thr 
360 365 370 

gga acc gtg acc ttc age aca aat aca gca aag aca ggc ggc gcc tta 1267 
Gly Thr Val Thr Phe Ser Thr Asn Thr Ala Lys Thr Gly Gly Ala Leu 
375 380 385 

tat tct aaa gga aac age teg ctg act gga aat acc aac ctg etc ttt 1315 
50 Tyr Ser Lys Gly Asn Ser Ser Leu Thr Gly Asn Thr Asn Leu Leu Phe 
390 395 400 405 

tea ggg aac aaa get acg ggc ccg agt aat tct tea gca aat caa gag 1363 
Ser Gly Asn Lys Ala Thr Gly Pro Ser Asn Ser Ser Ala Asn Gin Glu 
410 415 420 



^ 20 
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ggt tgc ggt ggg gca ate eta gee ttt att gat tea gga tec gta age 1411 
Gly Cys Gly Gly Ala lie Leu Ala Phe lie Asp Ser Gly Ser Val Ser 

425 430 ' 435 

gat aaa aca gga eta teg att gca aac aac caa gaa gtc age etc act 1459 

Asp Lys Thr Gly Leu Ser lie Ala Asn Asn Gin Glu Val Ser Leu Thr 

440 445 450 

agt aat get gca aca gta agt ggt ggt gcg ate tat get ace aaa tgt 1507 

10 Ser Asn Ala Ala Thr Val Ser Gly Gly Ala lie Tyr Ala Thr Lys Cys 
455 460 465 

act eta act gga aac ggc tec ctg ace ttt gac ggc aat act get gga 1555 

Thr Leu Thr Gly Asn Gly Ser Leu Thr Phe Asp Gly Asn Thr Ala Gly 
470 475 480 485 

act tea gga ggg gcg ate tat aca gaa act gaa gat ttt act ctt aca 1603 

Thr Ser Gly Gly Ala lie Tyr Thr Glu Thr Glu Asp Phe Thr Leu Thr 
490 495 500 



ife gga agt aca gga ace gtg ace ttc age aca aat aca gca aag aca ggc 1651 

*m Gly Ser Thr Gly Thr Val Thr Phe Ser Thr Asn Thr Ala Lys Thr Gly 

CO 505 510 515 

(Q ggc gec tta tat tct aaa ggc aac aac tct ctg tct ggt aat acc aac 1699 

\J Gly Ala Leu Tyr Ser Lys Gly Asn Asn Ser Leu Ser Gly Asn Thr Asn 

520 525 530 

^ ctg etc ttt tea ggg aac aaa get acg ggc ccg agt aat tct tea gca 1747 

3 0 Leu Leu Phe Ser Gly Asn Lys Ala Thr Gly Pro Ser Asn Ser Ser Ala 
*3 535 540 545 

tj aat caa gag ggt tgc ggt ggg gca ate eta teg ttt ctt gag tea gca 1795 

^ Asn Gin Glu Gly Cys Gly Gly Ala lie Leu Ser Phe Leu Glu Ser Ala 

550 555 560 565 

tct gta agt act aaa aaa gga etc tgg att gaa gat aac gaa aac gtg 1843 

Ser Val Ser Thr Lys Lys Gly Leu Trp lie Glu Asp Asn Glu Asn Val 
570 575 580 

40 

agt etc tct ggt aat act gca aca gta agt ggc ggt gcg ate tat gcg 1891 

Ser Leu Ser Gly Asn Thr Ala Thr Val Ser Gly Gly Ala lie Tyr Ala 
585 590 595 

acc aag tgt get ctg cat gga aac acg act ctt acc ttt gat ggc aat 193 9 

Thr Lys Cys Ala Leu His Gly Asn Thr Thr Leu Thr Phe Asp Gly Asn 

600 605 610 

act gee gaa act gca gga gga gcg ate tat aca gaa acc gaa gat ttt 1987 

5 0 Thr Ala Glu Thr Ala Gly Gly Ala lie Tyr Thr Glu Thr Glu Asp Phe 
615 620 625 

act ctt acg gga agt acg gga acc gtg acc ttc age aca aat aca gca 2035 

Thr Leu Thr Gly Ser Thr Gly Thr Val Thr Phe Ser Thr Asn Thr Ala 
630 635 640 645 
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aag aca gca ggg get eta cat act aaa gga aat act tec ttt acc aaa 2083 
Lys Thr Ala Gly Ala Leu His Thr Lys Gly Asn Thr Ser Phe Thr Lys 
650 655 660 

aat aag get ctt gta ttt tct gga aat tea gca aca gca aca gca aca 2131 
Asn Lys Ala Leu Val Phe Ser Gly Asn Ser Ala Thr Ala Thr Ala Thr 
665 670 675 

aca act aca gat caa .gaa ggt tgt ggt gga gcg ate etc tgt aat ate 2179 
10 Thr Thr Thr Asp Gin Glu Gly Cys Gly Gly Ala He Leu Cys Asn He 
680 685 690 

tea gag tct gac ata get aca aaa age tta act ctt act gaa aat gag 2227 
Ser Glu Ser Asp He Ala Thr Lys Ser Leu Thr Leu Thr Glu Asn Glu 
695 700 705 

agt tta agt ttc att aac aat acg gca aaa aga agt ggt ggt ggt att 2275 
Ser Leu Ser Phe He Asn Asn Thr Ala Lys Arg Ser Gly Gly Gly He 
* 710 715 720 725 

\y 20 

CO tat get cct aag tgt gta ate tea ggc agt gaa tec ata aac ttt gat 2323 

[H Tyr Ala Pro Lys Cys Val He Ser Gly Ser Glu Ser He Asn Phe Asp 

CO 730 735 740 

s 

fQ ggc aat act get gaa act teg gga gga gcg att tat teg aaa aac ctt 2371 

Gly Asn Thr Ala Glu Thr Ser Gly Gly Ala He Tyr Ser Lys Asn Leu 
745 750 755 

teg att aca get aac ggt cct gtc tec ttt acc aat aat tct gga ggc 2419 
3 0 Ser He Thr Ala Asn Gly Pro Val Ser Phe Thr Asn Asn Ser Gly Gly 
760 765 770 

aag gga ggc gec att tat ata gee gat age gga gaa ctt tec tta gag 2467 
Lys Gly Gly Ala He Tyr He Ala Asp Ser Gly Glu Leu Ser Leu Glu 
775 780 785 

get att gat ggg gat att act ttc tea ggg aac cga gcg act gag gga 2515 

Ala He Asp Gly Asp He Thr Phe Ser Gly Asn Arg Ala Thr Glu Gly 

790 795 800 805 

40 

act tea act ccc aac teg ate cat tta ggt gec agg ggc aag ate act 2563 

Thr Ser Thr Pro Asn Ser He His Leu Gly Ala Arg Gly Lys He Thr 
810 815 820 

aag ctt gca gca get cct ggt cat acg att tat ttt tat gat cct att 2611 
Lys Leu Ala Ala Ala Pro Gly His Thr He Tyr Phe Tyr Asp Pro He 
825 830 835 

acg atg gaa get cct gca tct gga gga aca ata gag gag tta gtc ate 2659 
50 Thr Met Glu Ala Pro Ala Ser Gly Gly Thr He Glu Glu Leu Val He 
840 845 850 

aat cct gtt gtc aaa get att gtt cct cct ccc caa cca aaa aat ggt 2707 
Asn Pro Val Val Lys Ala He Val Pro Pro Pro Gin Pro Lys Asn Gly 
855 860 865 



v. ! 



# • 
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cct ata tagaagaaaa acgaatgctc tttgtaaggc tcaagagtaa aaaattctaa 2763 

Pro lie 

870 

aggtattctc tcaataggtt ctgaagtgct gccgtagaat tcataaatat etc 2816 



<210> 9 
<211> 3092 
10 <212> DNA 

<213> Chlamydia pneumoniae 

<220> 
<221> CDS 

<222> (101) . : (2989) 



w 
m 



fd 
Q 



<400> 9 

tcaaatatat gagtttacta actctgtaat attcaacatg ttaataagca tatttaaata 60 

20 taaatttata aacttctaga caacaaattg atgatttttt atg aca aac tct att 115 

Met Thr Asn Ser lie 
1 5 

ttc ata tea aag ttt gga tgt tta tgc gac cca ttt gtc tea gca ttt 163 

Phe lie Ser Lys Phe Gly Cys Leu Cys Asp Pro Phe Val Ser Ala Phe 
10 15 20 

tat ccc act gcg eta tgt tgt tec tta tea gga aat gaa gtc cct aac 211 
Tyr Pro Thr Ala Leu Cys Cys Ser Leu Ser Gly Asn Glu Val Pro Asn 
30 25 30 35 



etc gec tct tgt cag atg tct aga aaa gac ate tct get ttc cac acg 
Leu Ala Ser Cys Gin Met Ser Arg Lys Asp lie Ser Ala Phe His Thr 
40 45 50 



259 



tct cca age ttc cgt ctg aat gta act cca gag ccc ttg gtt tec tec 
Ser Pro Ser Phe Arg Leu Asn Val Thr Pro Glu Pro Leu Val Ser Ser 
55 60 65 



307 



40 ttt cgt ccc tct aat ctt ctt aat gga ttc ggt cac gat ata ace cag 
Phe Arg Pro Ser Asn Leu Leu Asn Gly Phe Gly His Asp lie Thr Gin 
70 75 80 85 



355 



gac ate aca att aca gga aac tct ate aat tct gtt ata gat tat aac 
Asp lie Thr lie Thr Gly Asn Ser lie Asn Ser Val lie Asp Tyr Asn 
90 95 100 



403 



50 



tac cac tac gag gat gga ggc att ctt gca tgt aaa aat ttg ttc att 
Tyr His Tyr Glu Asp Gly Gly lie Leu Ala Cys Lys Asn Leu Phe lie 
105 110 115 



451 



tct gaa aat aaa gga aac tta agt ttt gaa agg aat age tec cac agt 
Ser Glu Asn Lys Gly Asn Leu Ser Phe Glu Arg Asn Ser Ser His Ser 
120 125 130 



499 



tct gga ggg get etc tac agt gtt egg gaa tgc tgg att tct aag aat 
Ser Gly Gly Ala Leu Tyr Ser Val Arg Glu Cys Trp lie Ser Lys Asn 
135 140 145 



547 
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cag aac tac teg ttt att tea aat gcg get tec tta get act act aca 595 

Gin Asn Tyr Ser Phe lie Ser Asn Ala Ala Ser Leu Ala Thr Thr Thr 
150 155 160 165 

act tea gga ttt ggt ggg get ata cat gca eta gat age tat att aca 643 

Thr Ser Gly Phe Gly Gly Ala lie His Ala Leu Asp Ser Tyr lie Thr 
170 175 180 

aat aac tta gga gaa gga caa ttc tta gat aat gtc tct aaa aat aga 691 

10 Asn Asn Leu Gly Glu Gly Gin Phe Leu Asp Asn Val Ser Lys Asn Arg 
185 190 195 

gga gga get ate tat gtt ggg gtg agt tta tea ate aca gac aac tta 739 

Gly Gly Ala He Tyr Val Gly Val Ser Leu Ser He Thr Asp Asn Leu 
200 205 210 

ggt cct ate gtt ate aag aaa aat caa aca tta gaa gat tec age ttt 787 

*S Gly Pro lie Val He Lys Lys Asn Gin Thr Leu Glu Asp Ser Ser Phe 

IS 215 220 225 

IU 2 0 

9ga 9ga " c atc ttc tgc aga gcc gta aat ata gaa agg aat tat caa 835 

IQ Gly Gly Gly He Phe Cys Arg Ala Val Asn He Glu Arg Asn Tyr Gin 

%Q 230 235 240 245 

CO 

%j aac atc caa atc aat gat aat get tea gga caa ggg gtg gta tat ttt 883 

s ~ Asn He Gin He Asn Asp Asn Ala Ser Gly Gin Gly Val Val Tyr Phe 

* 250 255 260 

J? ctg ccc eta gga gtc att atc tct tea aat aaa gaa att ata gag atc 931 

C=J 30 Leu Pro Leu Gly Val He He Ser Ser Asn Lys Glu He He Glu He 
H 265 270 275 

M= age aat cac tec gca tec tea att aac aca gca tea gga aaa eta tat 979 

Ser Asn His Ser Ala Ser Ser He Asn Thr Ala Ser Gly Lys Leu Tyr 
280 285 290 

ccc ggt ggt ggc ggt atc atg tgt ace tec ctt agt cat gag aac aat 1027 

Pro Gly Gly Gly Gly He Met Cys Thr Ser Leu Ser His Glu Asn Asn 
295 300 305 

40 

ccc aaa ggt ctt atc ttt aac aat aaa acg gca gca ctt age ggc gga 1075 

Pro Lys Gly Leu He Phe Asn Asn Lys Thr Ala Ala Leu Ser Gly Gly 
310 315 320 325 

gta tac aca cga gat ctt tea tct tec aaa ata acg gtc cgc aca gca 1123 

Val Tyr Thr Arg Asp Leu Ser Ser Ser Lys He Thr Val Arg Thr Ala 
330 335 340 

ttt att aat aac tct gcg act tea gga ggg get etc atc aat ctt tct 1171 

5 0 Phe He Asn Asn Ser Ala Thr Ser Gly Gly Ala Leu He Asn Leu Ser 
345 350 355 

ggt ata gga agt act cct caa aat ttc ttc etc tct gca gac tac ggc 1219 

Gly He Gly Ser Thr Pro Gin Asn Phe Phe Leu Ser Ala Asp Tyr Gly 
360 365 370 
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gat att eta ttt aac aat aat aca ate aca tct tct tct cct caa ccc 1267 

Asp lie Leu Phe Asn Asn Asn Thr lie Thr Ser Ser Ser Pro Gin Pro 

375 380 385 

gga tat aga aat gca etc tat get get ccg ggg att aac tta aaa eta 1315 

Gly Tyr Arg Asn Ala Leu Tyr Ala Ala Pro Gly lie Asn Leu Lys Leu 

390 395 400 405 

gga gca aga cag ggt tat aaa att etc ttt tat gat cct ata gat cac 13 63 

10 Gly Ala Arg Gin Gly Tyr Lys lie Leu Phe Tyr Asp Pro lie Asp His 

410 415 420 

gat cag acg aca aca gat cct ata gta ttt aat tat gaa ccc cat cac 1411 

Asp Gin Thr Thr Thr Asp Pro lie Val Phe Asn Tyr Glu Pro His His 

425 430 435 

ctt ggc acc gtg ttg ttt tec gga ate aat gta gat tct aac gca aca 14 59 

Leu Gly Thr Val Leu Phe Ser Gly lie Asn Val Asp Ser Asn Ala Thr 

lJ 440 445 450 

tO 2 0 

JO aat cca ttg aac ttc eta tea aaa ttt tct aac tct tea cga ctt gaa 1507 

ffi Asn Pro Leu Asn Phe Leu Ser Lys Phe Ser Asn Ser Ser Arg Leu Glu 

fg 455 460 465 

IQ a 99 99^ gtg etc get att gaa gat egg get get att tct tgc aaa acc 1555 

^ Arg Gly Val Leu Ala lie Glu Asp Arg Ala Ala lie Ser Cys Lys Thr 

~ 4 ' 470 475 480 485 



eta teg caa act ggg ggc att eta cgt tta gga aac gca gca tta ate 1603 

30 Leu Ser Gin Thr Gly Gly lie Leu Arg Leu Gly Asn Ala Ala Leu lie 

490 495 500 

agg acg aaa ggc ccg gga age tec ata aat ttt aat gca ate gcg ate 1651 

Arg Thr Lys Gly Pro Gly Ser Ser lie Asn Phe Asn Ala lie Ala lie 
505 510 515 

aat ctt cct tct att tta caa tea gaa gee tea get cca aag ttc tgg 1699 

Asn Leu Pro Ser lie Leu Gin Ser Glu Ala Ser Ala Pro Lys Phe Trp 

520 525 530 

40 

att tat cct aca tta aca gga tec acc tat tct gaa gac act tct tct 1747 

lie Tyr Pro Thr Leu Thr Gly Ser Thr Tyr Ser Glu Asp Thr Ser Ser 

535 540 545 

act ate act etc tea gga ccc ttg act ttt eta aac gat gaa aat gaa 1795 

Thr lie Thr Leu Ser Gly Pro Leu Thr Phe Leu Asn Asp Glu Asn Glu 

550 555 560 565 

aac ccc tat gat age tta gat etc tct gaa cct cga aag gat ate ccc 1843 

50 Asn Pro Tyr Asp Ser Leu Asp Leu Ser Glu Pro Arg Lys Asp lie Pro 

570 575 580 

cct cct eta cct cct cga tgt gac tgc aaa aaa ate gat act teg aat 1891 

Pro Pro Leu Pro Pro Arg Cys Asp Cys Lys Lys lie Asp Thr Ser Asn 
585 590 595 
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etc att gta gaa gec atg aac tta gat gag cac tat gga tat cag gga 193 9 

Leu lie Val Glu Ala Met Asn Leu Asp Glu His Tyr Gly Tyr Gin Gly 

600 605 610 

ate tgg tct ccc tat tgg atg gaa act acg act aca aca age tct aca -1987 

lie Trp Ser Pro Tyr Trp Met Glu Thr Thr Thr Thr Thr Ser Ser Thr 

615 620 625 

gta ccg gaa cag acc aat aca aac cac agg cag etc tac gta gac tgg 2035 

10 Val Pro Glu Gin Thr Asn Thr Asn His Arg Gin Leu Tyr Val Asp Trp 

630 635 640 645 

act cct gta gga tac cgc cct aac ccg gaa cgt cac gga gaa ttt att 2083 

Thr Pro Val Gly Tyr Arg Pro Asn Pro Glu Arg His Gly Glu Phe lie 

650 655 660 

get aat acc tta tgg cag tct gec tat aac get ctg tta gga ate cgc 2131 

Ala Asn Thr Leu Trp Gin Ser Ala Tyr Asn Ala Leu Leu Gly lie Arg 

*f 665 670 675 

W 20 

& ate tta cct cca caa aac etc aaa gag cat gac ctt gaa gec tct ctg 2179 

CP He Leu Pro Pro Gin Asn Leu Lys Glu His Asp Leu Glu Ala Ser Leu 

£0 680 685 690 

ff* caa gga etc ggg ctt eta att aac caa cat aat cgc gag gga cgc aaa 2227 

Gin Gly Leu Gly Leu Leu He Asn Gin His Asn Arg Glu Gly Arg Lys 

' 695 700 705 

ggc ttc cga aac cat act acg ggc tat gca gca aca acc tea gca aaa 2275 

IJ 30 Gly Phe Arg Asn His Thr Thr Gly Tyr Ala Ala Thr Thr Ser Ala Lys 

710 715 720 725 

act gca gca cga cat agt ttc tct tta gga ttc gca caa atg ttc tec 2323 

Thr Ala Ala Arg His Ser Phe Ser Leu Gly Phe Ala Gin Met Phe Ser 

730 735 740 

aaa act aga gaa cgt caa tct cca agt acg act tec tec cac aac tac 2371 

Lys Thr Arg Glu Arg Gin Ser Pro Ser Thr Thr Ser Ser His Asn Tyr 

745 750 755 

ttt gca gga etc cgc ttc gac agt etc etc ttc agg gac ttc ate tct 2419 

Phe Ala Gly Leu Arg Phe Asp Ser Leu Leu Phe Arg Asp Phe He Ser - 

760 765 770 

aca ggg eta tec eta ggt tat age tac gga gat cac cat atg ctt tgc 2467 

Thr Gly Leu Ser Leu Gly Tyr Ser Tyr Gly Asp His His Met -Leu Cys 

775 780 785 

cac tat aca gaa ate tta aaa ggg teg tec aaa gec ttc ttt aat aac 2515 

50 His Tyr Thr Glu He Leu Lys Gly Ser Ser Lys Ala Phe Phe Asn Asn 

790 795 800 805 

cac act ttg gta gee tct eta gac tgc aca ttc tta cca get aga ate 2563 

His Thr Leu Val Ala Ser Leu Asp Cys Thr Phe Leu Pro Ala Arg He 

810 815 820 



40 



m 20 
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acc cgc act etc gaa etc cag ccc ttt ate agt gee att get ctg cgc 2 611 
Thr Arg Thr Leu Glu Leu Gin Pro Phe lie Ser Ala lie Ala Leu Arg 
825 830 835 

tgt tec cag gee teg ttc caa gaa act gga gac cat ata aga aaa ttc 2 659 
Cys Ser Gin Ala Ser Phe Gin Glu Thr Gly Asp His lie Arg Lys Phe 
840 845 850 

cat cca aaa cat ccc ctt aca gat ctt tec tct ccc ata ggc ttc cgt 2707 
10 His Pro Lys His Pro Leu Thr Asp Leu Ser Ser Pro lie Gly Phe Arg 
855 860 865 

tct gaa tgg aaa act tea cat cat ate ccc atg eta tgg act acg gaa 2755 
Ser Glu Trp Lys Thr Ser His His lie Pro Met Leu Trp Thr Thr Glu 
870 875 880 885 

ata tec tac gta cct acc eta tac aga aaa aat cca gaa atg ttc acg 2803 
lie Ser Tyr Val Pro Thr Leu Tyr Arg Lys Asn Pro Glu Met Phe Thr 
890 895 900 



40 



aca eta etc ate age aat gga aca tgg aca aca caa gca act ccc gtc 2851 

Thr Leu Leu lie Ser Asn Gly Thr Trp Thr Thr Gin Ala Thr Pro Val 
905 910 915 

tec tat aat tec gta get gca aaa ata aaa aat act tec caa ctt ttc 2899 

Ser Tyr Asn Ser Val Ala Ala Lys lie Lys Asn Thr Ser Gin Leu Phe 

920 925 930 



iJ tea aga gta acc tta tec tta gat tat tea get caa gtc tec teg tea 2947 

ij 3 0 Ser Arg Val Thr Leu Ser Leu Asp Tyr Ser Ala Gin Val Ser Ser Ser 
935 940 945 

^ act gta ggt caa tac ctt aaa get gag agt cat tgc aca ttt 2989 

Thr Val Gly Gin Tyr Leu Lys Ala Glu Ser His Cys Thr Phe 
950 955 960 

taaccacaaa gaaaacatca aggaataaac agtgcaaaat aacagatccc ttagtaaatc 3049 
ttccttcttt gttggagcct taattttagg taaaactaca ata 3092 

<210> 10 

<211> 1745 

<212> DMA 

<213> Chlamydia pneumoniae 

<220> 
<221> CDS 

<222> (101) . . (1642) 
50 <400> 10 

aaacagttaa ataattaata gacaataatc tattcttatt gacttctttt tttcttgttt 60 

attaaagttg cttcaacctt attgatttaa cgaggaaacc atg acc ata ctt cga 115 

Met Thr He Leu Arg 
1 5 



27/54 



aat ttt ctt acc tgc teg get tta ttc etc get etc cct gca gca gca 163 
Asn Phe Leu Thr Cys Ser Ala Leu Phe Leu Ala Leu Pro Ala Ala Ala 
10 15 20 

caa gtt gta tat ctt cat gaa agt gat ggt tat aac ggt get ate aat 211 
Gin Val Val Tyr Leu His Glu Ser Asp Gly Tyr Asn Gly Ala lie Asn 
25 30 35 

aat aaa age tta gaa cct aaa att acc tgt tat cca gaa gga act tct 259 
10 Asn Lys Ser Leu Glu Pro Lys lie Thr Cys Tyr Pro Glu Gly Thr Ser 
40 45 50 

tac ate ttt eta gat gac gtg agg att tec aac gtt aag cat gat caa 307 
Tyr lie Phe Leu Asp Asp Val Arg lie Ser Asn Val Lys His Asp Gin 
55 60 65 

gaa gat get ggg gtt ttt ata aat cga tct ggg aat ctt ttt ttc atg 355 

^ Glu Asp Ala Gly Val Phe lie Asn Arg Ser Gly Asn Leu Phe Phe Met 

70 75 80 85 

« 2 0 

jfe ggc aac cgt tgc aac ttc act ttt cac aac ctt atg acc gag ggt ttt 403 

CM Gly Asn Arg Cys Asn Phe Thr Phe His Asn Leu Met Thr Glu Gly Phe 

£0 90 95 100 

tQ 99 c 9 ct 9 CC att teg aac cgc gtt gga gac acc act etc act etc tct 451 

Q Gly Ala Ala lie Ser Asn Arg Val Gly Asp Thr Thr Leu Thr Leu Ser 

105 110 115 

S 

aat ttt tct tac tta gcg ttc acc tea gca cct eta eta cct caa gga 499 
y 3 0 Asn Phe Ser Tyr Leu Ala Phe Thr Ser Ala Pro Leu Leu Pro Gin Gly 
P 120 125 130 

C3 caa gga gcg att tat agt ctt ggt tec gtg atg ate gaa aat agt gag 54 7 

ij. Gin Gly Ala lie Tyr Ser Leu Gly Ser Val Met lie Glu Asn Ser Glu 

135 140 145 

gaa gtg act ttc tgt ggg aac tac tct teg tgg agt gga get gcg att 595 
Glu Val Thr Phe Cys Gly Asn Tyr Ser Ser Trp Ser Gly Ala Ala lie 
150 155 160 165 

40 

tat act ccc tac ctt tta ggt tct aag gcg agt cgt cct tea gta aat 64 3 
Tyr Thr Pro Tyr Leu Leu Gly Ser Lys Ala Ser Arg Pro Ser Val Asn 
170 175 180 

etc age ggg aac cgc tac ctg gtg ttt aga gac aat gtg age caa gtt 691 
Leu Ser Gly Asn Arg Tyr Leu Val Phe Arg Asp Asn Val Ser Gin Val 
185 190 195 

tat ggc ggc gee ata tct acc cac aat etc aca etc acg act cga gga 73 9 
5 0 Tyr Gly Gly Ala lie Ser Thr His Asn Leu Thr Leu Thr Thr Arg Gly 
200 205 210 

cct teg tgt ttt gaa aat aat cat get tat cat gac gtg aat agt aat 787 
Pro Ser Cys Phe Glu Asn Asn His Ala Tyr His Asp Val Asn Ser Asn 
215 220 225 



t i 
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gga gga gcc att gcc att get cct gga gga teg ate tct ata tec gtg 835 

Gly Gly Ala lie Ala lie Ala Pro Gly Gly Ser lie Ser lie Ser Val 

230 235 240 245 

aaa age gga gat etc ate ttc aaa gga aat aca gca tea caa gac gga 883 

Lys Ser Gly Asp Leu lie Phe Lys Gly Asn Thr Ala Ser Gin Asp Gly 

250 255 260 

aat aca ata cac aac tec ate cat ctg caa tct gga gca cag ttt aag 931 

10 Asn Thr lie His Asn Ser lie His Leu Gin Ser Gly Ala Gin Phe Lys 

265 270 275 

aac eta cgt get gtt tea gaa tec gga gtt tat ttc tat gat cct ata 979 

Asn Leu Arg Ala Val Ser Glu Ser Gly Val Tyr Phe Tyr Asp Pro lie 

280 285 290 

age cat age gag teg cat aaa att aca gat ctt gta ate aat get cct 1027 

^ Ser His Ser Glu Ser His Lys lie Thr Asp Leu Val lie Asn Ala Pro 

295 300 305 

3 20 

^ gaa gga aag gaa act tat gaa gga aca att age ttc tea gga eta tgc 1075 

£0 Glu Gly Lys Glu Thr Tyr Glu Gly Thr lie Ser Phe Ser Gly Leu Cys 

tQ 310 315 320 325 

CQ 

%j ctg gat gat cat gaa gtt tgt gcg gaa aat ctt act tec aca ate eta 1123 

s Leu Asp Asp His Glu Val Cys Ala Glu Asn Leu Thr Ser Thr lie Leu 

L " * 330 335 340 

^ caa gat gtc aca tta gca gga gga act etc tct eta teg gat ggg gtt 1171 

3 0 Gin Asp Val Thr Leu Ala Gly Gly Thr Leu Ser Leu Ser Asp Gly Val 

345 350 355 



u 



,JSS3i 



H acc ttg caa ctg cat tct ttt aag cag gaa gca age tct acg ctt act 1219 

Thr Leu Gin Leu His Ser Phe Lys Gin Glu Ala Ser Ser Thr Leu Thr 
360 365 370 

atg tct cca gga acc act ctg etc tgc tea gga gat get egg gtt cag 1267 
Met Ser Pro Gly Thr Thr Leu Leu Cys Ser Gly Asp Ala Arg Val Gin 
375 380 385 

40 

aat ctg cac ate ctg att gaa gat acc gac aac ttt gtt cct gta agg 1315 
Asn Leu His lie Leu lie Glu Asp Thr Asp Asn Phe Val Pro Val Arg 
390 395 400 405 

att cgc gcc gag gac aag gat get ctt gtc tea tta gaa aaa ctt aaa 1363 
lie Arg Ala Glu Asp Lys Asp Ala Leu Val Ser Leu Glu Lys Leu Lys 
410 415 420 

gtt gcc ttt gag get tat tgg tec gtc tat gac ttt cct caa ttt aag 1411 
5 0 Val Ala Phe Glu Ala Tyr Trp Ser Val Tyr Asp Phe Pro Gin Phe Lys 
425 430 435 

gaa gcc ttt acg att cct ctt ctt gaa ctt eta ggg cct tct ttt gac 1459 
Glu Ala Phe Thr lie Pro Leu Leu Glu Leu Leu Gly Pro Ser Phe Asp 
440 445 450 
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agt ctt etc eta ggg gag ace act ttg gag aga acc caa gtc aca aca 
Ser Leu Leu Leu Gly Glu Thr Thr Leu Glu Arg Thr Gin Val Thr Thr 
455 460 465 



1507 



gag aat gac gec gtt cga ggt ttc tgg tec eta age tgg gaa gag tac 
Glu Asn Asp Ala Val Arg Gly Phe Trp Ser Leu Ser Trp Glu Glu Tyr 
470 475 480 485 



1555 



ccc cct tct ctg gat aaa gac aga agg ate aca cca act aag aaa act 
10 Pro Pro Ser Leu Asp Lys Asp Arg Arg lie Thr Pro Thr Lys Lys Thr 

490 495 500 



1603 



gtt ttc etc act tgg aat cct gag ate act tct acg cca taatctctaa 
Val Phe Leu Thr Trp Asn Pro Glu lie Thr Ser Thr Pro 
505 510 



1652 



£3 

in 
Co 

tQ 



20 



30 



gtctacacta taattaaggg aatccccttt aagaagattt tgggacctat ctgtattcag 1712 
agataggtcc ctctatgcac acatgttcac gag 1745 



<210> 11 
<211> 1100 
<212> DNA 

<2 13 > Chlamydia pneumoniae 

<220> 
<221> CDS 

<222> (101) . . (967) 
<400> 11 

tttggaacct taatgatctc tggagggtgg cttagcaata tgattttacg etttgeaggt 60 



cagattttcc aaaacttcta taaatggaaa taaagagctt atg gga ate tct eta 

Met Gly lie Ser Leu 
1 5 



115 



40 



cca gag ctt ttt tec aac eta ggt tct get tac tta gat tat ate ttt 163 
Pro Glu Leu Phe Ser Asn Leu Gly Ser Ala Tyr Leu Asp Tyr lie Phe 
10 . 15 20 

caa cat cct ccg gee tat gtt tgg tea gtt ttt ctt ctt tta tta gee 211 
Gin His Pro Pro Ala Tyr Val Trp Ser Val Phe Leu Leu Leu Leu Ala 
25 30 35 



cgt ctg ctt cct att ttt get gta get ccc ttc tta gga gca aag etc 
Arg Leu Leu Pro lie Phe Ala Val Ala Pro Phe Leu Gly Ala Lys Leu 
40 45 50 



259 



ttt ccc tec cct att aaa ate ggg att agt etc tct tgg ctt gca ate 
50 Phe Pro Ser Pro lie Lys lie Gly lie Ser Leu Ser Trp Leu Ala lie 
55 60 65 



307 



ate ttt cca aaa gtc ttg gcg gat acg cag ate aca aat tac atg gat 
lie Phe Pro Lys Val Leu Ala Asp Thr Gin lie Thr Asn Tyr Met Asp 
70 75 80- 85 



355 
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aac aat etc ttt tat gtt tta ctt gtg aag gag atg ate ata ggc att 

Asn Asn Leu Phe Tyr Val Leu Leu Val Lys Glu Met lie He Gly He 
90 95 100 

gtg ata ggc ttt gtt tta gca ttt ccc ttt tat get gca caa teg gca 

Val He Gly Phe Val Leu Ala Phe Pro Phe Tyr Ala Ala Gin Ser Ala 
105 110 115 



403 



451 



gga tct ttc ate act aac caa caa ggg att cag ggt tta gag ggc gcg 
10 Gly Ser Phe lie Thr Asn Gin Gin Gly He Gin Gly Leu Glu Gly Ala 
120 125 130 



499 



aca tec ctg att tec att gag cag ace tct ccg cat ggc att tta tac 
Thr Ser Leu He Ser He Glu Gin Thr Ser Pro His Gly He Leu Tyr 
135 140 145 



547 



- 20 



m 



cat tac ttc gtg act att att ttt tgg tta gtg ggt ggt cac cgt att 595 
His Tyr Phe Val Thr He He Phe Trp Leu Val Gly Gly His Arg He 
150 155 160 165 

gta ate tct ttg tta ttg caa act ctt gaa gtc att ccg ate cat agt 643 
Val He Ser Leu Leu Leu Gin Thr Leu Glu Val He Pro He His Ser 
170 175 180 

ttc ttt cct gec gag atg atg age tta agt gee ccg att tgg att act 691 
Phe Phe Pro Ala Glu Met Met Ser Leu Ser Ala Pro He Trp He Thr 
185 190 195 



3 s 

C3 



atg ate aag atg tgc cag etc tgt etc gtg atg ace ata cag ctg agt 739 

30 Met He Lys Met Cys Gin Leu Cys Leu Val Met Thr He Gin Leu Ser 

200 205 210 

get cct gca get ttg gcg atg tta atg tec gac eta ttc tta ggg att 787 

Ala Pro Ala Ala Leu Ala Met Leu Met Ser Asp Leu Phe Leu Gly He 

215 220 225 



40 



att aac cgt atg gca cct caa gtt cag gtc ate tac etc etc tct gee 835 
He Asn Arg Met Ala Pro Gin Val Gin Val He Tyr Leu Leu Ser Ala 
230 235 240 245 

ctt aag get ttc atg ggt ctt etc ttt etc acc ctg gcg tgg tgg ttc 883 
Leu Lys Ala Phe Met Gly Leu Leu Phe Leu Thr Leu Ala Trp Trp Phe 
250 255 260 



ata att aag cag ata gat tat ttc act ctt get tgg ttc aaa gaa gtc 
He He Lys Gin He Asp Tyr Phe Thr Leu Ala Trp Phe Lys Glu Val 
265 270 275 



931 



ccc att atg etc eta ggt tec aac cct caa gta etc taatccccta 
50 Pro He Met Leu Leu Gly Ser Asn Pro Gin Val Leu 
280 285 



977 



ggctcttatc gtgactctta tctggagatg cgctcactta cgaatcttag cgcactgttt 1037 
atggattatc ttagggaatc tetegcatat tcttttgtaa tctaagaatc tataaattca 1097 
a 9 a 1100 
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<210> 12 

<211> 950 

<212> DNA 

<213> Chlamydia pneumoniae 

<220> 
<221> CDS 

<222> (101) . . (895) 
10 <400> 12 

ccagtgataa agactctagt gataaagatg ctccagaagg aagcaatgaa attgagggtg 60 

cttagtgact gccaacactt ttggaactct agacatcttg atg aag cac tec aag 115 

Met Lys His Ser Lys 
1 5 

^ gaa gat gac etc tec agg ttt ctt cct aaa aat ctt ctt gtt gaa tct 163 

*J Glu Asp Asp Leu Ser Arg Phe Leu Pro Lys Asn Leu Leu Val Glu Ser 

10 15 20 

£Q 2 0 

£fl cct cat ccc gaa gaa ate cct tta aaa tct tta tct ttt acg atg agt 211 

CO Pro His Pro Glu Glu lie Pro Leu Lys Ser Leu Ser Phe Thr Met Ser 

\Q 25 30 35 



tgg eta cct aca att cat cct tea tgg att ace att gee atg aaa gag 259 
Trp Leu Pro Thr lie His Pro Ser Trp lie Thr lie Ala Met Lys Glu 
40 45 50 



ttc cct cct gaa ate caa ggt caa tta tta gcg tgg ttg cca gag cct 307 
C3 3 0 Phe Pro Pro Glu lie Gin Gly Gin Leu Leu Ala Trp Leu Pro Glu Pro 
M= 55 60 65 

tta gtt caa gaa att eta ccc tta ctg cct ggc ate tct ata gee cca 355 
Leu Val Gin Glu lie Leu Pro Leu Leu Pro Gly lie Ser lie Ala Pro 
70 75 80 85 

cat cgc tgt gca cct ttc gga gec ttc tat ctt eta gat atg eta agt 403 

His Arg Cys Ala Pro Phe Gly Ala Phe Tyr Leu Leu Asp Met Leu Ser 
90 95 100 

40 

aaa aag ate cgt cct tgt gga att aca gaa gaa ate ttt ctt cct gca 451 

Lys Lys lie Arg Pro Cys Gly lie Thr Glu Glu lie Phe Leu Pro Ala 

105 110 115 

tec tea gca aat get ata ctt tac tat aca ggt cct gta aag ate get 499 
Ser Ser Ala Asn Ala lie Leu Tyr Tyr Thr Gly Pro Val Lys lie Ala 
120 125 130 

tta ate aac tgc eta ggt ctt tat tct att get aaa gag ttg aag cac 547 
50 Leu lie Asn Cys Leu Gly Leu Tyr Ser lie Ala Lys Glu Leu Lys His 
135 140 145 

att ctg gat aag gtt gtg att gaa cga. gtg aag aat get etc tec cct 595 
lie Leu Asp Lys Val Val lie Glu Arg Val Lys Asn Ala Leu Ser Pro 
150 155 160 165 
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aca gag aaa etc ttt ctt acc tac tgc caa tct cat ccg atg aaa cat 643 
Thr Glu Lys Leu Phe Leu Thr Tyr Cys Gin Ser His Pro Met Lys His 
170 175 180 

tta gaa act acg aat ttt ctt tct tct tgg act act gat gca gaa tta 691 
Leu Glu Thr Thr Asn Phe Leu Ser Ser Trp Thr Thr Asp Ala Glu Leu 
185 190 195 

cga cag ttc gtt cat aag caa ggg tta gag ttt tta ggt aaa gca tta 739 
10 Arg Gin Phe Val His Lys Gin Gly Leu Glu Phe Leu Gly Lys Ala Leu 
200 205 210 

aca aaa gaa aac get tct ttt eta tgg tat ttt eta cgt agg tta gat 787 
Thr Lys Glu Asn Ala Ser Phe Leu Trp Tyr Phe Leu Arg Arg Leu Asp 
215 220 225 

gtc ggt cga gca tat ate gtc gag cag act tta aaa aca tgg tat gac 835 

^ Val Gly Arg Ala Tyr lie Val Glu Gin Thr Leu Lys Thr Trp Tyr Asp 

lJ 230 235 240 245 

%D 20 

CO cat ccc tat gtg gat tat ttt aag tec cgc eta gaa caa tgc atg aaa 883 

fn His Pro Tyr Val Asp Tyr Phe Lys Ser Arg Leu Glu Gin Cys Met Lys 

f0 250 255 260 

IE 

^ gtc tta gtg aaa taaaagcttt ataagtaaag atttagcttt ataeaaagta 935 

T\ Val Leu Val Lys 
' 265 

H tagaaaaata acacg 950 

C3 3 0 

C3 

IJ, <210> 13 

f-g <211> 500 

H <212> DNA 

<213>. Chlamydia pneumoniae 

<220> 
<221> CDS 

<222> (101) . . (385) 

40 

<4O0> 13 

egatttegtt acctttaaag ttacttttga tcgtcatggt agaeggatgg acattactgc 60 

tccaagggct tatgatcagc tttaaataag gacacgtgcc atg tta gca ttt ttc 115 

Met Leu Ala Phe Phe 
1 5 

gca act agt ttc aaa tct gtt ctt ttt gag tac tec tac caa tea tta 163 

Ala Thr Ser Phe Lys Ser Val Leu Phe Glu Tyr Ser Tyr Gin Ser Leu 
50 10 15 20 

tta ctt att ttg att gtt teg gca cct ccc ate ate tta get tec ata 211 
Leu Leu lie Leu lie Val Ser Ala Pro Pro lie lie Leu Ala Ser lie 
25 30 35 

gtc ggg att atg gtt gcg ate ttc caa gee gca aca caa ate caa gaa 259 
Val Gly lie Met Val Ala lie Phe Gin Ala Ala Thr Gin lie Gin Glu 

40 45 50 < \ 
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f3 



cag acc ttc get ttt gca gtc aaa eta gtc gtg att ttt gga acc tta 307 
Gin Thr Phe Ala Phe Ala Val Lys Leu Val Val lie Phe Gly Thr Leu 
55 60 65 

atg ate tct gga ggg tgg ctt age aat atg att tta cgc ttt gca ggt 355 
Met lie Ser Gly Gly Trp Leu Ser Asn Met lie Leu Arg Phe Ala Gly 
70 75 80 85 

cag att ttc caa aac ttc tat aaa tgg aaa taaagagctt atgggaatct 405 
10 Gin lie Phe Gin Asn Phe Tyr Lys Trp Lys 

90 95 

ctctaccaga gcttttttcc aacctaggtt ctgettaett agattatatc tttcaacatc 465 
ctccggccta tgtttggtca gtttttcttc tttta 500 

<210> 14 
<211> 552 
<212> PRT 



^ 2 0 <213> Chlamydia pneumoniae 

CP 
fey 



p=2= 



<400> 14 

Met Val Ser Ser Pro lie Leu Asn Val Pro Leu Lys Asn His Ala Ser 
15 10 15 

Val Ser Gly Lys Phe Thr His Arg Glu Val Ser Lys Leu Ala Ser Asp 
20 25 30 

Leu Lys Ser Gly Ala Met Ser Phe Val Pro Glu Val Leu Ser Glu Glu 
□ 30 35 40 45 

£3 Thr lie Ser Ser Asp Leu Gly Lys Lys Gin Cys Thr Gin Gly lie He 

U 50 55 60 

Ser Ala Cys Cys Gly Leu Ala Met Leu He Val Leu Met Ser Val Tyr 
65 . 70 75 80 

Tyr Arg Phe Gly Gly Val He Ala Ser Gly Ala Val Leu Leu Asn Leu 
85 90 95 

40 

Leu Leu He Trp Ala Ala Leu Gin Tyr Leu Asp Ala Pro Leu Thr Leu 
100 105 110 

Ser Gly Leu Ala Gly He Val Leu Ala Met Gly Met Ala Val Asp Ala 
115 120 125 

Asn Val Leu Val Phe Glu Arg He Arg Glu Glu Phe Leu Leu Ser Gin 
130 135 140 

50 Ser Leu Lys Lys Ser Val Glu Lys Gly Tyr Thr Lys Ala Phe Gly Ala 
145 150 155 160 

He Phe Asp Ser Asn Leu Thr Thr Val Leu Ala Ser Ala Leu Leu Phe 
165 170 175 

Phe Leu Asp Thr Gly Pro He Lys Gly Phe Ala Leu Thr Leu He Leu 
180 185 190 
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Gly lie Phe Ser Ser Met Phe Thr Ala Leu Phe Met Thr Lys Phe Phe 
195 200 205 

Phe Met Leu Trp Met Asn Lys Thr Gin .His Thr Gin Leu His Met Met 
210 215 220 

Asn Lys Phe Val Gly lie Lys His Asp Phe Leu Arg Gly Cys Lys Lys 
225 230 235 240 

10 Leu Trp Ala Val Ser Gly Ser Val Phe Leu Leu Gly Cys Val Ala Leu 

245 250 255 

Gly Phe Gly Ala Trp Asn Ser Val Leu Gly Met Asp Phe Lys Gly Gly 
260 265 270 

Tyr Ala Phe Thr Phe Asn Pro Lys Glu His Gly lie Ser Asp Val Ala 
275 280 285 

^ Gln Met Ar 9 Gl Y L Y S Val Val Hi s Lys Leu Gin Glu Ala Gly Leu Ser 

%y 20 290 295 300 

Cm Ser Arg Asp Phe Arg lie Gin Thr Phe Gly Ser Ser Glu Lys lie Lys 

CQ 305 310 315 320 

fjS He Tyr Phe Ser Asp Lys Ala Leu Ser Tyr Thr Lys Gin lie Arg Ala 

I!j 325 330 335 

£ t Ser Leu Leu Lys Leu Thr lie Met Ser Trp Arg Tyr Cys Gly lie Val 

H 340 345 350 

□ 30 

p Val Arg Asn Arg Pro Arg Phe Leu Tyr Gly Asn Ser Lys Arg Asn Ala 

t£ 355 360 365 

l2 Lys Phe Trp Ser Lys Val Ser Ser Lys Leu Ser Lys Lys Met Arg Tyr 

f 370 375 380 

Gin Ala Thr lie Gly Leu Leu Gly Ala Leu Ala lie lie Leu Leu Tyr 
385 390 395 400 

4 0 Val Ser Leu Arg Phe Glu Trp Gin Tyr Ala Phe Ser Ala Val Cys Ala 

405 410 415 

Leu lie His Asp Leu Leu Ala Thr Cys Ala Val Leu Phe lie Ala His 
420 425 430 

Phe Phe Leu Lys Lys He Gin He Asp Leu Gin Ala He Gly Ala Leu 
435 440 445 

Met Thr Val Leu Gly Tyr Ser Leu Asn Asn Thr Leu He He Phe Asp 
50 450 455 460 

Arg He Arg Glu Asp Arg Gin Ala Asn Leu Phe Thr Pro Met His Val 
465 470 475 480 

Leu Val Asn Asp Ala Leu Gin Lys Thr Phe Ser Arg Thr Val Met Thr 
485 490 495 
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Thr Ala Thr Thr Leu Ser Val Leu 
500 

Ser Ser Val Phe Asn Phe Ala Phe 
515 520 

Gly Thr Leu Ser Ser Leu Tyr lie 
530 535 

Val Arg Lys Glu Asn Arg Ser Lys 
545 550 



Leu Met Leu Leu Phe lie Gly Gly 
505 510 

lie ..Met Thr lie Gly lie Leu Leu 
525 

Ala Pro Pro Leu Leu Leu Phe Met 
540 



<210> 15 
<211> 196 
<212> PRT 

<213> Chlamydia pneumoniae 
<400> 15 

Met Ser Ser Asn Leu His Pro Val Gly Gly Thr Gly Thr Gly Ala Ala 
1 " 5 10 is 

Ala Pro Glu Ser Val Leu Asn lie Val Glu Glu He Ala Ala Ser Gly 
20 25 30 

Ser Val Thr Ala Gly Leu Gin Ala He Thr Ser Ser Pro Gly Met Val 
35 40 45 

Asn Leu Leu He Gly Trp Ala Lys Thr Lys Phe He Gin Pro He Arg 
50 55 60 

Glu Ser Lys Leu Phe Gin Ser Arg Ala Cys Gin He Thr Leu Leu Val 
65 70 75 80 

Leu Gly He Leu Leu Val Val Ala Gly Leu Ala Cys Met Phe He Phe 
85 90 95 

His Ser Gin Leu Gly Ala Asn Ala Phe Trp Leu He He Pro Ala Ala 
100 105 no 

He Gly Leu He Lys Leu Leu Val Thr Ser Leu Cys Phe Asp Glu Ala 
115 120 125 

Cys Thr Ser Glu Lys Leu Met Val Phe Gin Lys Trp Ala Gly Val Leu 
130 135 140 

Glu Asp Gin Leu Asp Asp Gly He Leu Asn Asn Ser Asn Lys He Phe 
145 150 155 160 

Gly His Val Lys Thr Glu Gly Asn Thr Ser Arg Ala Thr Thr Pro Val 
165 170 175 

Leu Asn Asp Gly Arg Gly Thr Pro Val Leu Ser Pro Leu Val Ser Lys 
180 185 190 

He Ala Arg Val 
195 
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<210> 16 
<211> 245 
<212> PRT 

<213> Chlamydia pneumoniae 
<400> 16 

Met Thr lie Arg He Leu Ala Glu Gly Leu Ala Phe Arg Tyr Gly Ser 
15 10 15 

Lys Gly Pro Asn He He His Asp Val Ser Phe Ser Val Tyr Asp Gly 
20 25 30 

Asp Phe He Gly He He Gly Pro Asn Gly Gly Gly Lys Ser Thr Leu 
35 40 45 

Thr Met Leu He Leu Gly Leu Leu Thr Pro Thr Phe Gly Ser Leu Lys 
50 55 60 

Thr Phe Pro Ser His Ser Ala Gly Lys Gin Thr His Ser Met He Gly 
65 70 75 80 

Trp Val Pro Gin His Phe Ser Tyr Asp Pro Cys Phe Pro He Ser Val 
85 90 95 

Lys Asp Val Val Leu Ser Gly Arg Leu Ser Gin Leu Ser Trp His Gly 
100 105 no 

Lys Tyr Lys Lys Lys Asp Phe Glu Ala Val Asp His Ala Leu Asp Leu 
115 120 125 

Val Gly Leu Ser Asp Thr Thr Thr Thr Ala Phe Ala His Leu Ser Gly 
130 135 140 

Gly Gin He Gin Arg Val Leu Leu Ala Arg Ala Leu Ala Ser Tyr Pro 
145 150 155 160 

Glu He Leu He Leu Asp Glu Pro Thr Thr Asn He Asp Pro Asp Asn 
165 170 175 

Gin Gin Arg He Leu Ser He Leu Lys Lys Leu Asn Arg Thr Cys Thr 
180 185 190 

He Leu Met Val Thr His Asp Leu His His Thr Thr Asn Tyr Phe Asn 
195 200 205 

Lys Val Phe Tyr Met Asn Lys Thr Leu His Phe He Gly Arg His Phe 
210 215 220 

Asp Leu Asn Arg Pro He Leu Leu Ser Ser Tyr Lys Asn Gin Glu Phe 
225 230 235 240 

Ser Cys Ser Pro His 
245 



<210> 17 
<211> 278 
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10 



<212> PRT 

<213> Chlamydia pneumoniae 
<400> 17 

Met His Lys Val lie Val Phe lie Phe Leu Thr Leu Tyr Ser Leu Lys 
15 10 15 

Ser Tyr Gly Asn Asp Val lie Asp Lys Pro His Val Leu Val Ser lie 
20 25 30 

Ala Pro Tyr Lys Phe Leu Val Glu Gin lie Ala Glu Glu Thr Cys Phe 
35 40 45 

Val Tyr Ala lie Val Thr Asn His Tyr Asp Pro His Thr Tyr Glu Leu 
50 55 60 

Pro Pro Gin Gin lie Lys Glu Leu Arg Gin Gly Asp Leu Trp Phe Arg 
f ~ 65 70 75 80 

W 2 0 lie Gly Glu Ala Phe Gly Lys Asn Leu Leu Glu Lys Pro Tyr Met Gin 

8 5 90 95 

m 

CQ Gin Val Asp Leu Ser Gin Asn Val Ser Leu lie Gin Gly Lys Pro Cys 

*J3 100 105 110 

CO 

%j Cys Asn Gin His Thr Thr Asn Tyr Asp Thr His Thr Trp Leu Ser Pro 

" 115 120 125 

2 

Lys Asn Leu Lys Val Gin Val Glu Thr lie Val Thr Thr Leu Ser Lys 
Q 30 130 135 140 

H Lys Tyr Pro Gin His Ala Thr Leu Tyr Gin Ser Asn Gly Glu Lys Leu 

£3 145 150 155 160 

H 

Leu Leu Ala Leu Asp Gin Leu Asn Glu Glu lie Leu Thr lie Thr Ser 
165 170 175 

Lys Ala Lys Gin Arg His lie Leu Val Ser His Gly Ala Phe Gly Tyr 
180 185 190 

Phe Cys Arg Asp Tyr Asn Phe Ser Gin His Thr lie Glu Lys Ser Ser 
195 200 205 

His Val Glu Pro Ser Pro Lys Asp Val Ala Arg Val Phe Arg Asp lie 
210 215 220 

Glu Gin Tyr Lys lie Ser Ser Val lie Leu Leu Glu Tyr Ser Gly Arg 
225 230 235 240 

50 Arg Ser Ser Ala Met Leu Ala Asp Arg Phe His Met His Thr Val Asn 

245 250 255 

Leu Asp Pro Tyr Ala Glu Asn Val Leu Val Asn Leu Lys Thr lie Ala 
260 265 270 



40 



Thr Thr Phe Ser Ser Leu 
275 
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<210> 18 
<211> 469 
<212> PRT 

<213> Chlamydia pneumoniae 
'<400> 18 

Met Gly Pro Gly Ser Val Leu Ser Asn His Ser Lys Glu Ala Gly Gly 
15 10 15 

lie Ala He Asn Asn Val lie lie Asp Phe Ser Glu lie Val Pro Thr 
20 25 30 

Lys Asp Asn Ala Thr Val Ala Pro Pro Thr Leu Lys Leu Val Ser Arg 
35 40 45 

Thr Asn Ala Asp Ser Lys Asp Lys lie Asp lie Thr Gly Thr Val Thr 
50 55 60 

Leu Leu Asp Pro Asn Gly Asn Leu Tyr Gin Asn Ser Tyr Leu Gly Glu 
65 70 75 80 

Asp Arg Asp lie Thr Leu Phe Asn lie Asp Asn Ser Ala Ser Gly Ala 
85 90 95 

Val Thr Ala Thr Asn Val Thr Leu Gin Gly Asn Leu Gly Ala Lys Lys 
100 105 no 

Gly Tyr Leu Gly Thr Trp Asn Leu Asp Pro Asn Ser Ser Gly Ser Lys 
115 120 125 

lie lie Leu Lys Trp Thr Phe Asp Lys Tyr Leu Arg Trp Pro Tyr lie 
130 135 140 

Pro Arg Asp Asn His Phe Tyr lie Asn Ser lie Trp Gly Ala Gin Asn 
145 150 155 160 

Ser Leu Val Thr Val Asn Gin Gly lie Leu Gly Asn Met Leu Asn Asn 
165 170 175 

Ala Arg Phe Glu Asp Pro Ala Phe Asn Asn Phe Trp Ala Ser Ala lie 
180 185 190 

Gly Ser Phe Leu Arg Lys Glu Val Ser Arg Asn Ser Asp Ser Phe Thr 
195 200 205 

Tyr His Gly Arg Gly Tyr Thr Ala Ala Val Asp Ala Lys Pro Arg Gin 
210 215 220 

Glu Phe lie Leu Gly Ala Ala Phe Ser Gin Val Phe Gly His Ala Glu 
225 230 235 240 

Ser Glu Tyr His Leu Asp Asn Tyr Lys His Lys Gly Ser Gly His Ser 
245 250 255 



Thr Gin Ala Ser Leu Tyr Ala Gly Asn He Phe Tyr Phe Pro Ala He 
260 265 270 
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Arg Ser Arg Pro He Leu Phe Gin Gly Val Ala Thr Tyr Gly Tyr Met 
275 280 285 

Gin His Asp Thr Thr Thr Tyr Tyr Pro ..Ser He Glu Glu Lys Asn Met 
290 295 300 

Ala Asn Trp Asp Ser He Ala Trp Leu Phe Asp Leu Arg Phe Ser Val 
305 310 315 320 

Asp Leu Lys Glu Pro Gin Pro His Ser Thr Ala Arg Leu Thr Phe Tyr 
325 330 335 

Thr Glu Ala Glu Tyr Thr Arg He Arg Gin Glu Lys Phe Thr Glu Leu 
340 345 350 

Asp Tyr Asp Pro Arg Ser Phe Ser Ala Cys Ser Tyr Gly Asn Leu Ala 
355 360 365 

He Pro Thr Gly Phe Ser Val Asp Gly Ala Leu Ala Trp Arg Glu He 
370 375 380 

He Leu Tyr Asn Lys Val Ser Ala Ala Tyr Leu Pro Val He Leu Arg 
385 390 395 400 

Asn Asn Pro Lys Ala Thr Tyr Glu Val Leu Ser Thr Lys Glu Lys Gly 
405 410 415 

Asn Val Val Asn Val Leu Pro Thr Arg Asn Ala Ala Arg Ala Glu Val 
420 425 430 

Ser Ser Gin He Tyr Leu Gly Ser Tyr Trp Thr Leu Tyr Gly Thr Tyr 
435 440 445 

Thr He Asp Ala Ser Met Asn Thr Leu Val Gin Met Ala Asn Gly Gly 
450 455 460 

He Arg Phe Val Phe 
465 



<210> 19 
<211> 922 
<212> PRT 

<213> Chlamydia pneumoniae 
<400> 19 

Met Arg Phe Ser Leu Cys Gly Phe Pro Leu Val Phe Ser Phe Thr Leu 
15 10 15 

Leu Ser Val Phe Asp Thr Ser Leu Ser Ala Thr Thr He Ser Leu Thr 
20 25 30 

Pro Glu Asp Ser Phe His Gly Asp Ser Gin Asn Ala Glu Arg Ser Tyr 
35 40 45 

Asn Val Gin Ala Gly Asp Val Tyr Ser Leu Thr Gly Asp Val Ser He 
50 55 60 
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Ser Asn Val Asp Asn Ser Ala Leu Asn Lys Ala Cys Phe Asn Val Thr 
65 70 75 80 

Ser Gly Ser Val Thr Phe Ala Gly Asn__His His Gly Leu Tyr Phe Asn 
85 90 95 

Asn lie Ser Ser Gly Thr Thr Lys Glu Gly Ala Val Leu Cys Cys Gin 
100 105 110 

Asp Pro Gin Ala Thr Ala Arg Phe Ser Gly Phe Ser Thr Leu Ser Phe 
115 120 125 

lie Gin Ser Pro Gly Asp lie Lys Glu Gin Gly Cys Leu Tyr Ser Lys 
130 135 140 

Asn Ala Leu Met Leu Leu Asn Asn Tyr Val Val Arg Phe Glu Gin Asn 
145 150 155 160 

Gin Ser Lys Thr Lys Gly Gly Ala lie Ser Gly Ala Asn Val Thr lie 
165 170 175 

Val Gly Asn Tyr Asp Ser Val Ser Phe Tyr Gin Asn Ala Ala Thr Phe 
180 185 190 

Gly Gly Ala lie His Ser Ser Gly Pro Leu Gin lie Ala Val Asn Gin 
195 200 205 

Ala Glu lie Arg Phe Ala Gin Asn Thr Ala Lys Asn Gly Ser Gly Gly 
210 215 220 

Ala Leu Tyr Ser Asp Gly Asp lie Asp lie Asp Gin Asn Ala Tyr Val 
225 230 235 240 

Leu Phe Arg Glu Asn Glu Ala Leu Thr Thr Ala lie Gly Lys Gly Gly 
245 250 255 

Ala Val Cys Cys Leu Pro Thr Ser Gly Ser Ser Thr Pro Val Pro lie 
260 265 270 

Val Thr Phe Ser Asp Asn Lys Gin Leu Val Phe Glu Arg Asn His Ser 
275 280 285 

lie Met Gly Gly Gly Ala lie Tyr Ala Arg Lys Leu Ser lie Ser Ser 
290 295 300 

Gly Gly Pro Thr Leu Phe He Asn Asn He Ser Tyr Ala Asn Ser Gin 
305 310 315 320 

Asn Leu Gly Gly Ala He Ala He Asp Thr Gly Gly Glu He Ser Leu 
325 330 335 

Ser Ala Glu Lys Gly Thr He Thr Phe Gin Gly Asn Arg Thr Ser Leu 
340 345 350 



Pro Phe Leu Asn Gly He His Leu Leu Gin Asn Ala Lys Phe Leu Lys 
355 360 365 
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Leu Gin Ala Arg Asn Gly Tyr Ser lie Glu Phe Tyr Asp Pro lie Thr 
370 375 380 

Ser Glu Ala Asp Gly Ser Thr Gin Leu ..Asn lie Asn Gly Asp Pro Lys 
385 390 395 400 

Asn Lys Glu Tyr Thr Gly Thr lie Leu Phe Ser Gly Glu Lys Ser Leu 
405 410 415 

10 Ala Asn Asp Pro Arg Asp Phe Lys Ser Thr lie Pro Gin Asn Val Asn 
420 425 430 

Leu Ser Ala Gly Tyr Leu Val lie Lys Glu Gly Ala Glu Val Thr Val 
435 440 445 

Ser Lys Phe Thr Gin Ser Pro Gly Ser His Leu Val Leu Asp Leu Gly 
450 455 460 

W Thr Lys Leu lie Ala Ser Lys Glu Asp lie Ala lie Thr Gly Leu Ala 

^ 20 465 470 475 480 



to 

EC 

J3S. 

3. : I 



lie Asp lie Asp Ser Leu Ser Ser Ser Ser Thr Ala Ala Val lie Lys 
485 490 495 



ff\ Ala Asn Thr Ala Asn Lys Gin He Ser Val Thr Asp Ser He Glu Leu 

C; 500 505 510 



He Ser Pro Thr Gly Asn Ala Tyr Glu Asp Leu Arg Met Arg Asn Ser 
515 520 525 

Gin Thr Phe Pro Leu Leu Ser Leu Glu Pro Gly Ala Gly Gly Ser Val 
530 535 540 



□ 3 0 

j=ss: 
f 

Thr Val Thr Ala Gly Asp Phe Leu Pro Val Ser Pro His Tyr Gly Phe 
545 550 555 560 

Gin Gly Asn Trp Lys Leu Ala Trp Thr Gly Thr Gly Asn Lys Val Gly 
565 570 575 

4 0 Glu Phe Phe Trp Asp Lys He Asn Tyr Lys Pro Arg Pro Glu Lys Glu 
580 585 590 

Gly Asn Leu Val Pro Asn He Leu Trp Gly Asn Ala Val Asp Val Arg 
595 600 605 

Ser Leu Met Gin Val Gin Glu Thr His Ala Ser Ser Leu Gin Thr Asp 
610 615 620 

Arg Gly Leu Trp He Asp Gly He Gly Asn Phe Phe His Val Ser Ala 
50 625 630 635 640 

Ser Glu Asp Asn He Arg Tyr Arg His Asn Ser Gly Gly Tyr Val Leu 
645 650 655 

Ser Val Asn Asn Glu He Thr Pro Lys His Tyr Thr Ser Met Ala Phe 
660 665 670 



42/54 



Ser Gin Leu Phe Ser Arg Asp Lys Asp Tyr Ala Val Ser Asn Asn Glu 
675 680 685 

Tyr Arg Met Tyr Leu Gly Ser Tyr Leu ..Tyr Gin Tyr Thr Thr Ser Leu 
690 695 700 

Gly Asn lie Phe Arg Tyr Ala Ser Arg Asn Pro Asn Val Asn Val Gly 
705 710 715 720 

lie Leu Ser Arg Arg Phe Leu Gin Asn Pro Leu Met He Phe His Phe 
725 730 735 

Leu Cys Ala Tyr Gly His Ala Thr Asn Asp Met Lys Thr Asp Tyr Ala 
740 745 750 

Asn Phe Pro Met Val Lys Asn Ser Trp Arg Asn Asn Cys Trp Ala He 
755 760 765 

Glu Cys Gly Gly Ser Met Pro Leu Leu Val Phe Glu Asn Gly Arg Leu 
770 775 780 

Phe Gin Gly Ala He Pro Phe Met Lys Leu Gin Leu Val Tyr Ala Tyr 
785 790 795 800 

His Gly Asp Phe Lys Glu Thr Thr Ala Asp Gly Arg Arg Phe Ser Asn 
805 810 815 

Gly Ser Leu Thr Ser He Ser Val Pro Leu Gly He Arg Phe Glu Lys 
820 825 830 

Leu Ala Leu Ser Gin Asp Val Leu Tyr Asp Phe Ser Phe Ser Tyr He 
835 840 845 

Pro Asp He Phe Arg Lys Asp Pro Ser Cys Glu Ala Ala Leu Val He 
850 855 860 

Ser Gly Asp Ser Trp Leu Val Pro Ala Ala His Val Ser Arg His Ala 
865 870 875 880 

Phe Val Gly Ser Gly Thr Gly Arg Tyr His Phe Asn Asp Tyr Thr Glu 
885 890 895 

Leu Leu Cys Arg Gly Ser He Glu Cys Arg Pro His Ala Arg Asn Tyr 
900 905 910 

~> 

Asn He Asn Cys Gly Ser Lys Phe Arg Phe 
915 920 



<210> 20 
<211> 375 
<212> PRT 

<213> Chlamydia pneumoniae 
<400> 20 

Met Pro Ser Ser Trp Lys Arg Leu Leu Gin Val Leu Ser His Lys He 
15 10 15 
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Ala Ala Thr Glu Ser Gly Gly Gly He Tyr Ala Lys Asp He Gin Leu 
20 25 30 

Gin Ala Leu Pro Gly Ser Phe Thr He .-Thr Asp Asn Lys Val Glu Thr 
35 40 45 

Ser Leu Thr Thr Ser Thr Asn Leu Tyr Gly Gly Gly lie Tyr Ser Ser 
50 55 60 

10 Gly Ala Val Thr Leu Thr Asn He Ser Gly Thr Phe Gly He Thr Gly 
65 70 75 80 

Asn Ser Val He Asn Thr Ala Thr Ser Gin Asp Ala Asp He Gin Gly 
85 90 95 

Gly Gly He Tyr Ala Thr Thr Ser Leu Ser He Asn Gin Cys Asn Thr 
100 105 110 

Pro He Leu Phe Ser Asn Asn Ser Ala Ala Thr Lys Lys Thr Ser Thr 
20 115 120 125 

CO 

CM Thr Lys Gin He Ala Gly Gly Ala He Phe Ser Ala Ala Val Thr He 

CO 130 135 140 

?q Glu Asn Asn Ser Gin Pro He He Phe Leu Asn Asn Ser Ala Lys Ser 

H 145 150 155 160 

£ Glu Ala Thr Thr Ala Ala Thr Ala Gly Asn Lys Asp Ser Cys Gly Gly 

H 165 170 175 

O 3 0 

O Ala He Ala Ala Asn Ser Val Thr Leu Thr Asn Asn Pro Glu He Thr 

y= 180 185 190 

' : 

Phe Lys Gly Asn Tyr Ala Glu Thr Gly Gly Ala He Gly Cys He Asp 
195 200 205 

Leu Thr Asn Gly Ser Pro Pro Arg Lys Val Ser lie Ala Asp Asn Gly 
210 215 220 

4 0 Ser Val Leu Phe Gin Asp Asn Ser Ala Leu Asn Arg Gly Gly Ala He 
225 230 235 240 

Tyr Gly Glu Thr He Asp He Ser Arg Thr Gly Ala Thr Phe He Gly 
245 250 255 

Asn Ser Ser Lys His Asp Gly Ser Ala He Cys Cys Ser Thr Ala Leu 
260 265 270 

Thr Leu Ala Pro Asn Ser Gin Leu He Phe Glu Asn Asn Lys Val Thr 
50 275 280 285 

Glu Thr Thr Ala Thr Thr Lys Ala Ser He Asn Asn Leu Gly Ala Ala 
290 295 300 



He Tyr Gly Asn Asn Glu Thr Ser Asp Val Thr He Ser Leu Ser Ala 
305 310 315 320 
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Glu Asn Gly Ser 



Lys Tyr Cys Ser 
340 

Ser Ala Gly Lys 
355 

Lys Lys Gin Leu 
370 



lie Phe Phe Lys 
325 

lie Ala Gly Asn 



Ala lie Ser Phe 
360 

Leu Lys Ser 
375 



Asn Asn Leu Cys 
330 

Val Lys Phe Thr 
345 

Tyr Asp Ala Val 



Thr Ala Thr Asn 
335 

Ala lie Glu Ala 
350 

Asn Val Pro Pro 
365 



<210> 21 
<211> 871 
<212> PRT 

<213> Chlamydia pneumoniae 
<400> 21 

Met Lys Tyr Ser Leu Pro Trp Leu Leu Thr Ser Ser Ala Leu Val Phe 
15 10 15 

Ser Leu His Pro Leu Met Ala Ala Asn Thr Asp Leu Ser Ser Ser Asp 
20 25 30 

Asn Tyr Glu Asn Gly Ser Ser Gly Ser Ala Ala Phe Thr Ala Lys Glu 
35 40 45 

Thr Ser Asp Ala Ser Gly Thr Thr Tyr Thr Leu Thr Ser Asp Val Ser 
50 55 60 

lie Thr Asn Val Ser Ala lie Thr Pro Ala Asp Lys Ser Cys Phe Thr 
65 70 75 80 

Asn Thr Gly Gly Ala Leu Ser Phe Val Gly Ala Asp His Ser Leu Val 
85 90 95 

Leu Gin Thr lie Ala Leu Thr His Asp Gly Ala Ala lie Asn Asn Thr 
100 105 110 

Asn Thr Ala Leu Ser Phe Ser Gly Phe Ser Ser Leu Leu lie Asp Ser 
115 120 125 

Ala Pro Ala Thr Gly Thr Ser Gly Gly Lys Gly Ala lie Cys Val Thr 
130 135 140 

Asn Thr Glu Gly Gly Thr Ala Thr Phe Thr Asp Asn Ala Ser Val Thr 
145 150 155 160 

Leu Gin Lys Asn Thr Ser Glu Lys Asp Gly Ala Ala Val Ser Ala Tyr 
165 170 175 

Ser lie Asp Leu Ala Lys Thr Thr Thr Ala Ala Leu Leu Asp Gin Asn 
180 185 190 

Thr Ser Thr Lys Asn Gly Gly Ala Leu Cys Ser Thr Ala Asn Thr Thr 
195 200 205 
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Val Gin Gly Asn Ser Gly Thr Val Thr Phe Ser Ser Asn Thr Ala Thr 
210 215 220 

Asp Lys Gly Gly Gly He Tyr Ser Lys.Glu Lys Asp Ser Thr Leu Asp 
225 230 235 240 

Ala Asn Thr Gly Val Val Thr Phe Lys Ser Asn Thr Ala Lys Thr Gly 
245 250 255 

Gly Ala Trp Ser Ser Asp Asp Asn Leu Ala Leu Thr Gly Asn Thr Gin 
260 ' 265 270 

Val Leu Phe Gin Glu Asn Lys Thr Thr Gly Ser Ala Ala Gin Ala Asn 
275 280 285 

Asn Pro Glu Gly Cys Gly Gly Ala He Cys Cys Tyr Leu Ala Thr Ala 
290 295 300 

Thr Asp Lys Thr Gly Leu Ala He Ser Gin Asn Gin Glu Met Ser Phe 
305 310 315 320 

Thr Ser Asn Thr Thr Thr Ala Asn Gly Gly Ala He Tyr Ala Thr Lys 
325 330 335 

Cys Thr Leu Asp Gly Asn Thr Thr Leu Thr Phe Asp Gin Asn Thr Ala 
340 345 350 

Thr Ala Gly Cys Gly Gly Ala He Tyr Thr Glu Thr Glu Asp Phe Ser 
355 360 365 

Leu Lys Gly Ser Thr Gly Thr Val Thr Phe Ser Thr Asn Thr Ala Lys 
370 375 380 

Thr Gly Gly Ala Leu Tyr Ser Lys Gly Asn Ser Ser Leu Thr Gly Asn 
385 . 390 395 400 

Thr Asn Leu Leu Phe Ser Gly Asn Lys Ala Thr Gly Pro Ser Asn Ser 
405 410 415 

Ser Ala Asn Gin Glu Gly Cys Gly Gly Ala He Leu Ala Phe He Asp 
420 425 430 

Ser Gly Ser Val Ser Asp Lys Thr Gly Leu Ser He Ala Asn Asn Gin 
435 440 445 

Glu Val Ser Leu Thr Ser Asn Ala Ala Thr Val Ser Gly Gly Ala He 
450 455 460 

Tyr Ala Thr Lys Cys Thr Leu Thr Gly Asn Gly Ser Leu Thr Phe Asp 
465 470 475 480 

Gly Asn Thr Ala Gly Thr Ser Gly Gly Ala He Tyr Thr Glu Thr Glu 
485 490 495 

Asp Phe Thr Leu Thr Gly Ser Thr Gly Thr Val Thr Phe Ser Thr Asn 
500 505 510 



46/54 



Thr Ala Lys Thr Gly Gly Ala Leu Tyr Ser Lys Gly Asn Asn Ser Leu 
515 520 525 

Ser Gly Asn Thr Asn Leu Leu Phe Ser .Gly Asn Lys Ala Thr Gly Pro 
530 535 540 

Ser Asn Ser Ser Ala Asn Gin Glu Gly Cys Gly Gly Ala lie Leu Ser 
545 550 555 560 

Phe Leu Glu Ser Ala Ser Val Ser Thr Lys Lys Gly Leu Trp lie Glu 
565 570 575 

Asp Asn Glu Asn Val Ser Leu Ser Gly Asn Thr Ala Thr Val Ser Gly 
580 585 590 

Gly Ala lie Tyr Ala Thr Lys Cys Ala Leu His Gly Asn Thr Thr Leu 
595 600 605 

Thr Phe Asp Gly Asn Thr Ala Glu Thr Ala Gly Gly Ala lie Tyr Thr 
610 615 620 

Glu Thr Glu Asp Phe Thr Leu Thr Gly Ser Thr Gly Thr Val Thr Phe 
625 630 635 640 

Ser Thr Asn Thr Ala Lys Thr Ala Gly Ala Leu His Thr Lys Gly Asn 
645 650 655 

Thr Ser Phe Thr Lys Asn Lys Ala Leu Val Phe Ser Gly Asn Ser Ala 
660 665 670 

Thr Ala Thr Ala Thr Thr Thr Thr Asp Gin Glu Gly Cys Gly Gly Ala 
675 680 685 

lie Leu Cys Asn lie Ser Glu Ser Asp He Ala Thr Lys Ser Leu Thr 
690 695 700 

Leu Thr Glu Asn Glu Ser Leu Ser Phe He Asn Asn Thr Ala Lys Arg 
705 710 715 720 

Ser Gly Gly Gly He Tyr Ala Pro Lys Cys Val He Ser Gly Ser Glu 
725 730 735 

Ser He Asn Phe Asp Gly Asn Thr Ala Glu Thr Ser Gly Gly Ala lie 
740 745 750 

Tyr Ser Lys Asn Leu Ser He Thr Ala Asn Gly Pro Val Ser Phe Thr 
755 760 765 

Asn Asn Ser Gly Gly Lys Gly Gly Ala He Tyr He Ala Asp Ser Gly 
770 775 780 

Glu Leu Ser Leu Glu. Ala He Asp Gly Asp He Thr Phe Ser Gly Asn 
785 790 795 800 

Arg Ala Thr Glu Gly Thr Ser Thr Pro Asn Ser He His Leu Gly Ala 
805 810 815 



47/54 



Arg Gly Lys He Thr Lys Leu Ala 
820 

Phe Tyr Asp Pro He Thr Met Glu 

835 840 

Glu Glu Leu Val He Asn Pro Val 
850 855 

10 Gin Pro Lys Asn Gly Pro He 
865 870 



Ala Ala Pro Gly His Thr He Tyr 
825 830 

Ala- Pro Ala Ser Gly Gly Thr He 
845 

Val Lys Ala He Val Pro Pro Pro 
860 



<210> 22 

<211> 963 

<212> PRT 

Q <213> Chlamydia pneumoniae 

fS <400> 22 

fa 2 0 Met Thr Asn Ser He Phe He Ser Lys Phe Gly Cys Leu Cys Asp Pro 
£ 15 10 15 

Phe Val Ser Ala Phe Tyr Pro Thr Ala Leu Cys Cys Ser Leu Ser Gly 
W 20 25 30 

~~4 

s Asn Glu Val Pro Asn Leu Ala Ser Cys Gin Met Ser Arg Lys Asp He 

H 3 ~ 35 40 45 

Ser Ala Phe His Thr Ser Pro Ser Phe Arg Leu Asn Val Thr Pro Glu 
12 3 0 50 55 60 

w Pro Leu Va i Ser Ser phe Arg Pro Ser Asn Leu Leu Agn Gly phe Qly 

65 70 75 80 

His Asp He Thr Gin Asp He Thr He Thr Gly Asn Ser He Asn Ser 
85 90 95 

Val He Asp Tyr Asn Tyr His Tyr Glu Asp Gly Gly He Leu Ala Cys 
100 105 110 

Lys Asn Leu Phe He Ser Glu Asn Lys Gly Asn Leu Ser Phe Glu Arg 
115 120 125 

Asn Ser Ser His Ser Ser Gly Gly Ala Leu Tyr Ser Val Arg Glu Cys 
130 135 140 

Trp He Ser Lys Asn Gin Asn Tyr Ser Phe He Ser Asn Ala Ala Ser 
145 150 155 160 

50 Leu Ala Thr Thr Thr Thr Ser Gly Phe Gly Gly Ala He His Ala Leu 

165 170 175 

Asp Ser Tyr He Thr Asn Asn Leu Gly Glu Gly Gin Phe Leu Asp Asn 
180 185 190 

Val Ser Lys Asn Arg Gly Gly Ala He Tyr Val Gly Val Ser Leu Ser 
195 200 205 



40 
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lie Thr Asp Asn Leu Gly Pro lie Val lie Lys Lys Asn Gin Thr Leu 
210 215 220 

Glu Asp Ser Ser Phe Gly Gly Gly lie Phe Cys Arg Ala Val Asn lie 
225 230 235 240 

Glu Arg A3n Tyr Gin Asn lie Gin lie Asn Asp Asn Ala Ser Gly Gin 
245 250 255 

10 Gly Val Val Tyr Phe Leu Pro Leu Gly Val lie lie Ser Ser Asn Lys 
260 265 270 

Glu He He Glu He Ser Asn His Ser Ala Ser Ser lie Asn Thr Ala 
275 280 285 

Ser Gly Lys Leu Tyr Pro Gly Gly Gly Gly He Met Cys Thr Ser Leu 
290 295 300 

Ser His Glu Asn Asn Pro Lys Gly Leu He Phe Asn Asn Lys Thr Ala 
k *0 20 305 310 315 320 

Lu 

CH Ala Leu Ser Gly Gly Val Tyr Thr Arg Asp Leu Ser Ser Ser Lys He 

£0 325 330 335 

ffa Thr Val Arg Thr Ala Phe He Asn Asn Ser Ala Thr Ser Gly Gly Ala 

:1 340 345 350 

•t.: 

Leu He Asn Leu Ser Gly He Gly Ser Thr Pro Gin Asn Phe Phe Leu 
^ 355 360 365 

Ser Ala Asp Tyr Gly Asp He Leu Phe Asn Asn Asn Thr He Thr Ser 
370 375 380 

Ser Ser Pro Gin Pro Gly Tyr Arg Asn Ala Leu Tyr Ala Ala Pro Gly 
385 390 395 400 

He Asn Leu Lys Leu Gly Ala Arg Gin Gly Tyr Lys He Leu Phe Tyr 
405 410 415 

4 0 Asp Pro He Asp His Asp Gin Thr Thr Thr Asp Pro He Val Phe Asn 
420 425 430 

Tyr Glu Pro His His Leu Gly Thr Val Leu Phe Ser Gly He Asn Val 
435 440 445 

Asp Ser Asn Ala Thr Asn Pro Leu Asn Phe Leu Ser Lys Phe Ser Asn 
450 455 460 

Ser Ser Arg Leu Glu Arg Gly Val Leu Ala He Glu Asp Arg Ala Ala 
50 465 470 475 480 

He Ser Cys Lys Thr Leu Ser Gin Thr Gly Gly He Leu Arg Leu Gly 
485 490 495 



Q 30 



Asn Ala Ala Leu He Arg Thr Lys Gly Pro Gly Ser Ser lie Asn Phe 
500 505 510 
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Asn Ala He Ala lie Asn Leu Pro Ser He Leu Gin Ser Glu Ala Ser 
515 520 525 

Ala Pro Lys Phe Trp He Tyr Pro Thr Leu Thr Gly Ser Thr Tyr Ser 
530 535 540 

Glu Asp Thr Ser Ser Thr He Thr Leu Ser Gly Pro Leu Thr Phe Leu 
545 550 555 560 

Asn Asp Glu Asn Glu Asn Pro Tyr Asp Ser Leu Asp Leu Ser Glu Pro 
565 570 575 

Arg Lys Asp He Pro Pro Pro Leu Pro Pro Arg Cys Asp Cys Lys Lys 
580 585 590 

He Asp Thr Ser Asn Leu He Val Glu Ala Met Asn Leu Asp Glu His 
595 600 605 

Tyr Gly Tyr Gin Gly He Trp Ser Pro Tyr Trp Met Glu Thr Thr Thr 
610 615 620 

Thr Thr Ser Ser Thr Val Pro Glu Gin Thr Asn Thr Asn His Arg Gin 
625 630 635 640 

Leu Tyr Val Asp Trp Thr Pro Val Gly Tyr Arg Pro Asn Pro Glu Arg 
645 650 655 

His Gly Glu Phe He Ala Asn Thr Leu Trp Gin Ser Ala Tyr Asn Ala 
660 665 670 

Leu Leu Gly He Arg He Leu Pro Pro Gin Asn Leu Lys Glu His Asp 
675 680 685 

Leu Glu Ala Ser Leu Gin Gly Leu Gly Leu Leu He Asn Gin His Asn 
690 695 700 

Arg Glu Gly Arg Lys Gly Phe Arg Asn His Thr Thr Gly Tyr Ala Ala 
705 710 715 720 

Thr Thr Ser Ala Lys Thr Ala Ala Arg His Ser Phe Ser Leu Gly Phe 
725 730 735 

Ala Gin Met Phe Ser Lys Thr Arg Glu Arg Gin Ser Pro Ser Thr Thr 
740 745 750 

Ser Ser His Asn Tyr Phe Ala Gly Leu Arg Phe Asp Ser Leu Leu Phe 
755 760 765 

Arg Asp Phe He Ser Thr Gly Leu Ser Leu Gly Tyr Ser Tyr Gly Asp 
770 775 780 

His His Met Leu Cys His Tyr Thr Glu He Leu Lys Gly Ser Ser Lys 
785 790 795 800 

Ala Phe Phe Asn Asn His Thr Leu Val Ala Ser Leu Asp Cys Thr Phe 
805 810 815 
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Leu Pro Ala Arg 
820 

Ala lie Ala Leu 
835 

His lie Arg Lys 
850 

Pro lie Gly Phe 
865 

Leu Trp Thr Thr 



Pro Glu Met Phe 
900 

Gin Ala Thr Pro 
915 

Thr Ser Gin Leu 
930 

Gin Val Ser Ser 
945 

Cys Thr Phe 



lie Thr Arg Thr 



Arg Cys Ser Gin 
840 

Phe His Pro Lys 
855 

Arg Ser Glu Trp 
870 

Glu lie Ser Tyr 
885 

Thr Thr Leu Leu 



Val Ser Tyr Asn 
920 

Phe Ser Arg Val 
935 

Ser Thr Val Gly 
950 



Leu Glu Leu Gin 
825 

Ala,. Ser Phe Gin 



His Pro Leu Thr 
860 

Lys Thr Ser His 
875 

Val Pro Thr Leu 
890 

lie Ser Asn Gly 
905 

Ser Val Ala Ala 



Thr Leu Ser Leu 
940 

Gin Tyr Leu Lys 
955 



Pro Phe lie Ser 
830 

Glu Thr Gly Asp 
845 

Asp Leu Ser Ser 



His lie Pro Met 
880 

Tyr Arg Lys Asn 
895 

Thr Trp Thr Thr 
910 

Lys lie Lys Asn 
925 

Asp Tyr Ser Ala 



Ala Glu Ser His 
960 



<210> 23 

<211> 514 

<212> PRT 

<213> Chlamydia 

<400> 23 
Met Thr lie Leu 
1 

Leu Pro Ala Ala 
20 

Asn Gly Ala lie 
35 

Pro Glu Gly Thr 
50 

Val Lys His Asp 
65 

Asn Leu Phe Phe 



Met Thr Glu Gly 
100 



pneumoniae 



Arg Asn Phe Leu 
5 

Ala Gin Val Val 



Asn Asn Lys Ser 
40 

Ser Tyr lie Phe 
55 

Gin Glu Asp Ala 
70 

Met Gly Asn Arg 
85 

Phe Gly Ala Ala 



Thr Cys Ser Ala 
10 

Tyr Leu His Glu 
25 

Leu Glu Pro Lys 



Leu Asp Asp Val 
60 

Gly Val Phe He 
75 

Cys Asn Phe Thr 
90 

He Ser Asn Arg 
105 



Leu Phe Leu Ala 
15 

Ser Asp Gly Tyr 
30 

He Thr Cys Tyr 
45 

Arg He Ser Asn 



Asn Arg Ser Gly 
80 

Phe His Asn Leu 
95 

Val Gly Asp Thr 
110 



* 



2. : : 
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Thr Leu Thr Leu Ser Asn Phe Ser Tyr Leu Ala Phe Thr Ser Ala Pro 
115 120 125 

Leu Leu Pro Gin Gly Gin Gly Ala lie .Tyr Ser Leu Gly Ser Val Met 
130 135 140 

lie Glu Asn Ser Glu Glu Val Thr Phe Cys Gly Asn Tyr Ser Ser Trp 
145 150 155 160 

10 Ser Gly Ala Ala lie Tyr Thr Pro Tyr Leu Leu Gly Ser Lys Ala Ser 

165 170 175 

Arg Pro Ser Val Asn Leu Ser Gly Asn Arg Tyr Leu Val Phe Arg Asp 
180 185 190 

Asn Val Ser Gin Val Tyr Gly Gly Ala lie Ser Thr His Asn Leu Thr 
195 200 205 

Leu Thr Thr Arg Gly Pro Ser Cys Phe Glu Asn Asn His Ala Tyr His 



^ 20 210 215 220 



Li : 



Asp Val Asn Ser Asn Gly Gly Ala lie Ala lie Ala Pro Gly Gly Ser 

225 230 235 240 

CQ He Ser He Ser Val Lys Ser Gly Asp Leu He Phe Lys Gly Asn Thr 

245 250 255 



i s 



30 



Ala Ser Gin Asp Gly Asn Thr He His Asn Ser He His Leu Gin Ser 
260 265 270 



] :t f Gly Ala Gin Phe Lys Asn Leu Arg Ala Val Ser Glu Ser Gly Val Tyr 

275 280 285 

C3 

M" Phe Tyr Asp Pro He Ser His Ser Glu Ser His Lys He Thr Asp Leu 

290 295 300 

Val He Asn Ala Pro Glu Gly Lys Glu Thr Tyr Glu Gly Thr He Ser 
305 310 315 320 

4 0 Phe Ser Gly Leu Cys Leu Asp Asp His Glu Val Cys Ala Glu Asn Leu 

325 330 335 

Thr Ser Thr He Leu Gin Asp Val Thr Leu Ala Gly Gly Thr Leu Ser 
340 345 350 

Leu Ser Asp Gly Val Thr Leu Gin Leu His Ser Phe Lys Gin Glu Ala 
355 360 365 

Ser Ser Thr Leu Thr Met Ser Pro Gly Thr Thr Leu Leu Cys Ser Gly 
50 370 375 380 

Asp Ala Arg Val Gin Asn Leu His lie Leu He Glu Asp Thr Asp Asn 
385 390 395 400 

Phe Val Pro Val Arg He Arg Ala Glu Asp Lys Asp Ala Leu Val Ser 
405 410 415 
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Leu Glu Lys Leu Lys Val Ala Phe Glu Ala Tyr Trp Ser Val Tyr Asp 
420 425 430 

Phe Pro Gin Phe Lys Glu Ala Phe Thr lie Pro Leu Leu Glu Leu Leu 
435 440 445 

Gly Pro Ser Phe Asp Ser Leu Leu Leu Gly Glu Thr Thr Leu Glu Arg 
450 455 460 

10 Thr Gin Val Thr Thr Glu Asn Asp Ala Val Arg Gly Phe Trp Ser Leu 
465 470 475 480 

Ser Trp Glu Glu Tyr Pro Pro Ser Leu Asp Lys Asp Arg Arg lie Thr 
485 490 495 

Pro Thr Lys Lys Thr Val Phe Leu Thr Trp Asn Pro Glu lie Thr Ser 
500 505 510 



20 



Thr Pro 



CP <210> 24 

tQ <211> 289 

■f; <212> PRT 

fQ <213> Chlamydia pneumoniae 
* - <400> 24 

f s Met Gly lie Ser Leu Pro Glu Leu Phe Ser Asn Leu Gly Ser Ala Tyr 
? " 1 5 10 15 

Q 3 0 

C3 Leu Asp Tyr lie Phe Gin His Pro Pro Ala Tyr Val Trp Ser Val Phe 

U 20 25 30 

C3 

^ Leu Leu Leu Leu Ala Arg Leu Leu Pro lie Phe Ala Val Ala Pro Phe 

35 40 45 

Leu Gly Ala Lys Leu Phe Pro Ser Pro lie Lys lie Gly lie Ser Leu 
50 55 60 

40 Ser Trp Leu Ala lie lie Phe Pro Lys Val Leu Ala Asp Thr Gin lie 
65 70 75 80 

Thr Asn Tyr Met Asp Asn Asn Leu Phe Tyr Val Leu Leu Val Lys Glu 
85 90 95 

Met lie He Gly He Val He Gly Phe Val Leu Ala Phe Pro Phe Tyr 
100 105 110 

Ala Ala Gin Ser Ala Gly Ser Phe He Thr Asn Gin Gin Gly He Gin 
50 115 120 125 

Gly Leu Glu Gly Ala Thr Ser Leu He Ser He Glu Gin Thr Ser Pro 
130 135 140 



His Gly He Leu Tyr His Tyr Phe Val Thr He He Phe Trp Leu Val 
145 150 155 160 
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Gly Gly His 


Arg 


He 
165 


Val 


He 


Ser 


Leu 


Leu 
170 


Leu 


Gin 


Thr 


Leu 


Glu 
175 


Val 






He 


Pro 


He 


His 
180 


Ser 


Phe 


Phe 


Pro 


Ala 
185 


_Clu 


Met 


Met 


Ser 


Leu 
190 


Ser 


Ala 






Pro 


He 


Trp 

J. 


He 


Thr 


Met 


He 


Lys 
200 


Met 


Cys 


Gin 


Leu 


Cys 
205 


Leu 


Val 


Met 




10 


Thr 


He 
210 


Gin 


Leu 


Ser 


Ala 


Pro 
215 


Ala 


Ala 


Leu 


Ala 


Met 
220 


Leu 


Met 


Ser 


Asp 






Leu 
225 


Phe 


Leu 


Gly 


He 


He 
230 


Asn 


Arg 


Met 


Ala 


Pro 
235 


Gin 


Val 


Gin 


Val 


He 
240 






Tyr 


Leu 


Leu 


Ser 


Ala 
245 


Leu 


Lys 


Ala 


Phe 


Met 
250 


Gly 


Leu 


Leu 


Phe 


Leu 
255 


Thr 


m 


20 


Leu 


Ala 


Trp 


Trp 
260 


Phe 


He 


He 


Lys 


Gin 
265 


He 


Asp 


Tyr 


Phe 


Thr 
270 


Leu 


Ala 


Ti : 

t'fk 
%u 

: : 3 

VJ 


- 


Trp 
Leu 


Phe 


Lys 
275 


Glu 


Val 


Pro 


He 


Met 
280 


Leu 


Leu 


Gly 


Ser 


Asn 
285 


Pro 


Gin 


Val 


La 

b 


30 


<210> 25 
<211> 265 
<212> PRT 
<213> Chlamydia 


pneumoniae 




















C3 




<400> 25 
Met Lys His 
1 


Ser 


Lys 
5 


Glu 


Asp 


Asp 


Leu 


Ser 
10 


Arg 


Phe 


Leu 


Pro 


Lys 
15 


Asn 






Leu 


Leu 


Val 


Glu 
20 


Ser 


Pro 


His 


Pro 


Glu 
25 


Glu 


He 


Pro 


Leu 


Lys 
30 


Ser 


Leu 




40 


Ser 


Phe 


Thr 
35 


Met 


Ser 


Trp 


Leu 


Pro 
40 


Thr 


He 


His 


Pro 


Ser 
45 


Trp 


He 


Thr 






He 


Ala 
50 


Met 


Lys 


Glu 


Phe 


Pro 
55 


Pro 


Glu 


He 


Gin 


Gly Gin 
60 


Leu 


Leu 


Ala 






Trp 
65 


Leu 


Pro 


Glu 


Pro 


Leu 
70 


Val 


n~\ n 




•Lie 


Leu 
75 


Pro 


Leu 


Leu 


Pro 


(jiy 
80 




50 


He 


Ser 


He 


Ala 


Pro 
85 


His 


Arg 


Cys 


Ala 


Pro 
90 


Phe 


Gly Ala 


Phe 


Tyr 
95 


Leu 






Leu 


Asp 


Met 


Leu 
100 


Ser 


Lys 


Lys 


He 


Arg 
105 


Pro 


Cys 


Gly 


He 


Thr 
110 


Glu 


Glu 






He 


Phe 


Leu 
115 


Pro 


Ala 


Ser 


Ser 


Ala 
120 


Asn 


Ala 


He 


Leu 


Tyr 
125 


Tyr 


Thr 


Gly 



9 
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Pro Val Lys He 
130 

Lys Glu Leu Lys 
145 

Asn Ala Leu Ser 



His Pro Met Lys 
180 

Thr Asp Ala Glu 
195 

Leu Gly Lys Ala 
210 

Leu Arg Arg Leu 
225 

Lys Thr Trp Tyr 



Glu Gin Cys Met 
260 



Ala Leu He Asn 
135 

His He Leu Asp 
150 

Pro Thr Glu Lys 
165 

His Leu Glu Thr 



Leu Arg Gin Phe 
200 

Leu Thr Lys Glu 
215 

Asp Val Gly Arg 
230 

Asp His Pro Tyr 
245 

Lys Val Leu Val 



Cys Leu Gly Leu 
140 

Lys .Val Val He 
155 

Leu Phe Leu Thr 
170 

Thr Asn Phe Leu 
185 

Val His Lys Gin 



Asn Ala Ser Phe 
220 

Ala Tyr He Val 
235 

Val Asp Tyr Phe 
250 

Lys 
265 



Tyr Ser He Ala 



Glu Arg Val Lys 
160 

Tyr Cys Gin Ser 
175 

Ser Ser Trp Thr 
190 

Gly Leu Glu Phe 
205 

Leu Trp Tyr Phe 



Glu Gin Thr Leu 
240 

Lys Ser Arg Leu 
255 



<210> 26 
<211> 95 
<212> PRT 
<213> Chlamydia 

<400> 26 
Met Leu Ala Phe 
1 

Ser Tyr Gin Ser 
20 

He Leu Ala Ser 
35 

Thr Gin He Gin 
50 

He Phe Gly Thr 
65 



pneumoniae 

Phe Ala Thr Ser 
5 

Leu Leu Leu He 

He Val Gly He 
40 

Glu Gin Thr Phe 
55 

Leu Met He Ser 
70 



Phe Lys Ser Val 
10 

Leu He Val Ser 
25 

Met Val Ala He 



Ala Phe Ala Val 
60 

Gly Gly Trp Leu 
75 



Leu Phe Glu Tyr 
15 

Ala Pro Pro He 
30 

Phe Gin Ala Ala 
45 

Lys Leu Val Val 



Ser Asn Met He 
80 



Leu Arg Phe Ala Gly Gin He Phe Gin Asn Phe Tyr Lys Trp Lys 
85 90 95 



